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Gateway® HyPer-AS entry clone restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.
Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please
refer to the Table of restriction sites.

Unique sites are shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site). The attL
sites are underlined. Shaded region corresponds to DNA sequence transferred from the entry clone into the destination vector following

recombination. Non-HyPer amino acids are shown in black, HyPer amino acids are shown in green.

pol yA BsrD1 Psil Bsr GL

I I I I
TAGTTATTAGCCCCAAATAATGATTTTAT TTTGACTGATAGT GACCT GTTCGT TGCAACAAATTGATAAGCAATGCT TTTTTATAATGCCAACTTTGTAC

O N R R e N R N R RN U R E R R U R R E RN EEE R ey
ATCAATAATCGGGGTTTATTACTAAAATAAAACT GACTATCACT GGACAAGCAACGT TGTTTAACTATTCGT TACGAAAAAATATTACGGT TGAAACATG
attLl site > Q

Bst X1
Agel Xeml |
Nhel Afel | Ncol | ] Pfl F1 Bsr D1

I || [
AAAAAAGCAGGCT GCTAGCGCT ACCGGT CGCCACCAT GGAAAT GGCT TCTCAACAGGGT GAGACT AT GTCAGGACCAT TGCATAT CGGTCTAATCCCAAC

101 [t L= > L= b= fflf> 200
TTTTTTOGT CCGACGAT CGOGAT GBOCAGCGGT GGTACCT TTACCGAAGAGT TGTCCCACT CTGATACAGT CCTGGTAACGTATAGCCAGATTAGGGT TG
attL1/ > K S RLLALZPVAT

EcoN1
Pf | ML SpDon SpDon BssS1 Bnr 1

| | |
AGTTGGACCTTACTTACT TCCTCACATTATCCCAATGCTACACCAAACT TTCCCTAAACTTGAAATGTACCT TCACGAGGCACAGACTCATCAACTATTG

200 L LLRp b=t > L= = e = > Lt =tiiffilf> 300
TCAACCTGGAATGAAT GAAGGAGT GTAATAGGGT TACGAT GTGGT TTGAAAGGGAT TTGAACT TTACATGGAAGT GCTCOGT GTCTGAGTAGT TGATAAC
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301

401

Xcml SpDon Bsml

| | |
GCCCAGI TAGATAGT GGTAAACT TGATTGT GTCATACTAGCT T TGGT AAAGGAAT CCGAGGCAT TCATAGAAGT GCCTCTTTTCGATGAACCTATGCTTT

RN N RN R AR NN N A RN RN RN NN AN R RN R AR RN
CGGGTCAATCTATCACCATTTGAACT AACACAGT ATGAT CGAAACCAT TTCCT TAGGCT COGT AAGTAT CT TCACGGAGAAAAGCTACT TGGATACGAAA

Bsml
SpAcc Ncol Xm1l | Btsl

| | I
TAGCAATCTATGAAGATCACCCAT GGGCCAATAGAGAAT GCGT TCCAAT GGCAGAT TTGGECCGGT GAGAAACT TCTAATGCT TGAGGATGGACACTGCTT

UL LR L= > T D> L L= P>
ATCGTTAGATACTTCTAGTGGGTACCCGGT TATCT CT TACGCAAGGT TACCGT CTAAACCGGCOCACT CTTTGAAGAT TACGAACT CCTACCTGTGACGAA

BpuEl Eci 1 BpuE1l

501

601

701

| | |
GAGGGATCAAGCTATGT CCGCCGGT TACAAT TCAGATAACGT CTATAT CAT GGCCGACAAACAGAAGAAT GGTATAAAGGCCAACT TCAAAAT TAGACAT

R R R R AR RN NN RN R RN AR R RN AR NN
CTCCCTAGT TCGATACAGGCGGCCAAT GTTAAGT CTATTGCAGATATAGTACCGGCTGT TTGT CTTCTTACCATAT TTCCGGT TGAAGT TTTAATCTGTA

SpDon
|
AACGT GGAAGATGGT TCCGTACAACT AGCAGACCATTAT CAACAGAACACCCCAATCGGT GACGGACCTGT TTTACT TCCAGATAACCACTACCTATCT T

R R R RN RN R RN R RN RN RN
TTGCACCTTCTACCAAGGCAT GT TGATCGTCTGGTAATAGT TGTCTTGT GGGGT TAGCCACT GOCT GGACAAAATGAAGGT CTAT TGGTGATGGATAGAA

SpAcc Dra3 BpuEl

| | |
TTCAGI CTGI CCTATCCAAAGACCCAAAT GAGAAAAGGGATCACATGGT GT TGCTTGAGT TCGTAACCGCTGCCGGTATTACT CT TGGT AT GGATGAGCT

RN R R R RN R R RN R R RN NN R RN R R AR
AAGT CAGACAGGATAGGT TTCTGGGT TTACTCTTTTCCCTAGT GTACCACAACGAACT CAAGCAT TGGOGACGGCCAT AATGAGAACCATACCTACT CGA

400

500

600

700

800
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801

901

1001

1101

1201

Mscl

Ear 1 Sspl BngB1
I I I
ATACAAT GT AGACGGAGGTAGT GGAGGT ACAGGT TCCAAGCGAGAAGAGT TGT TCACAGGAGT TGT CCCAATATTAGTAGAACT TGATGGT GACGT GAAC

R N R R RN RN RN RN RN A RN RN R NN R AR N R RN it
TATGT TACATCTGCCT CCATCACCTCCAT GTCCAAGGT TCCCTCTTCTCAACAAGT GT CCTCAACAGGGT TATAATCATCTTGAACTACCACTGCACT TG

T7Ter
SpAcc Asel| Bsr Gl Ncol

I | | I I
GGTCACAAAT TTTCAGT CTCCGGAGAAGGT GAGGGT GACGCAACCT ACGGAAAACTAACAT TGAAAT TAAT CTGTACAACT GGAAAACT TCCTGT CCCAT

LLLTLLE > L T D> L P P> iffl* 1000
CCAGTGT TTAAAAGT CAGAGGCCTCTTCCACT CCCACT GCGT TGGATGCCT TTTGATTGTAACT TTAATTAGACAT GT TGACCT TTTGAAGGACAGGGTA

BspEl SpDon

Bsu36 Dral EcoRV Ndel Bsu36

I I I I I I
GGCCAACATTAGTAACAACCT TAGGT TACGGT TTAAAGT GCTTCGCAAGAT ATCCTGACCATAT GAAGCAACATGACT TCTTCAAGAGT GCTATGCCTGA

LLCELLEE =L L > L =D L L =L > f L] * 1100
CCGGTTGTAATCATTGT TGGAATCCAAT GCCAAAT TTCACGAAGCGT TCTATAGGACT GGTATACT TCGT TGTACT GAAGAAGT TCTCACGATACGGACT

Psi 1
I
GGGATATGI GCAAGAGAGGACTATATTCTTCAAAGACGACGGTAATTATAAAACT AGGGCAGAAGT GAAGT TTGAGGGAGATACT TTGGTGAATAGAATA

LLLEELEE > L= = D> L PP > (i ffll* 1200
CCCTATACACGT TCTCTCCTGATATAAGAAGT TTCTGCTGCCATTAATAT TTTGATCCCGT CTTCACT TCAAACT CCCTCTATGAAACCACTTATCTTAT

SpDon Baelb

Eco57
Baela Sspl Bcgla Bst B1 Bci V1

I I I I I
GAGCTTAAAGGTAT CGGATTCAAAGAGGACGGAAATAT TCT TGGACACAAGCT AGAGT ACAACGGAACCGGAT TTTGCT TCGAAGCCGGT GCTGACGAGG

LUEELLE L= L L= P> L L= P> ffl> 1300
CTCGAATTTCCATAGCCTAAGT TTCTCCTGCCT T TATAAGAACCT GTGT TCGATCTCATGT TGCCT TGECCTAAAACGAAGCT TCGECCACGACT GCTCC
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1301

1401

1501

1601

attL2 site

1701

SpDon
Bcglb | BpuEl Ear 1
| |
ATACTCACT TCAGGGCTACATCACT AGAAACCT TGAGGAACAT GGTAGCCGCAGGAAGT GGAATAACT TTGT TACCAGCACT TGCCGT GCCACCAGAGAG

LT L= LT DL = L= L= L] * 1400
TATGAGTGAAGTCCCGATGTAGT GATCT TTGGAACTCCTTGTACCAT CGGOGT CCTTCACCT TAT TGAAACAAT GGT CGTGAACGGCACGGTGGTCTCTC

Nsi 1
Bf rB1 | Bst X1 SpDon

| |
GAAGAGCGATGGT GTAGI TTATCT TCCATGCATTAAACCAGAGCCAAGAAGGACCAT TGGAT TGGT CTACAGGCCAGGT TCACCATTGAGATCAAGGTAT

LOELEE L= L= L= P> L L= >l * 1500
CTTCTCCCTACCACATCAAATAGAAGGTACGT AATTTGGT CTCGGT TCTTCCTGGTAACCTAACCAGAT GTCOGGT CCAAGT GGTAACT CTAGT TCCATA

BanHl
SpAcc Btsl | BseYl

| I
GAACAGT TAGCAGAGGCTATAAGAGCCAGGATGGATGGT CACT TTGATAAGGT TTTGAAGCAAGCAGT GT GAGGAT CCACCGGAT CTAGGTAACTGAACC

LUCTLLE > L > > = P> L L= P> f i ff]* 1600
CTTGTCAATCGTCTCCGATAT TCTCGGT CCTACCTACCAGT GAAACTATTCCAAAACT TCGT TCGTCACACTCCTAGGT GBCCTAGATCCATTGACTTGG

Bsr GL Psi 1 Bsr D1 pol yA

|
CAGCTTTCTTGTACAAAGT TGGCATTATAAGAAAGCATTGCTTATCAATTTGT TGCAACGAACAGGT CACTATCAGT CAAAATAAAATCATTATTTGCTA

R N N R R R A A N N N E R AR AR e
GTCGAAAGAACATGT TTCAACCGTAATATTCTTTCGTAACGAATAGT TAAACAACGT TGCTTGT CCAGTGATAGT CAGT TTTATTTTAGTAATAAACGAT

Bcl 1BsaBl SpDon Dral

GATAACTGATCATAATCAGCCATACCACATTTGTAGAGGT TTTACTTGCTTTAAAAAACCT CCCACACCT CCCCCTGAACCT GAAACATAAAATGAATCC

LUCTEEEE > E L e e e e e e et =t = e et =i 1800
CTATTGACTAGTATTAGT CGGTATGGT GTAAACATCTCCAAAAT GAACGAAAT TTTTTGGAGGGT GT GGAGGGGEGACT TGGACT TTGTATTTTACTTACG
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Bsmil
M el| Hpal pol yA Psi 1 pol yA pol yA Bts1l Bsml

1801

1901

2001

BsaXb

2101

2201

2301

I
AATTGITGI TGTITAACTTGT TTATTGCAGCT TATAATGGT TACAAATAAAGCAATAGCATCACAAAT TTCACAAATAAAGCATTTTTTTCACTGCATTCT

R A R R N N N N N E RN N nE N N R UNRRRRR RN
TTAACAACAACAAT TGAACAAATAACGT CGAATAT TACCAATGT TTAT TTCGT TATCGTAGTGT TTAAAGT GT TTATTTCGTAAAAAAAGT GACGT AAGA

M ul SpDon Sspl

| | |
AGTTGTGGT TTGI CCAAACT CATCAATGTATCTTAACGCGT AAATTGTAAGCGT TAATATTTTGT TAAAATTCGCGT TAAATTTTTGI TAAATCAGCTCA

R R R Rt R R N N R N AN RN AR
TCAACACCAAACAGGT TTGAGT AGT TACATAGAAT TGOGCAT TTAACAT TCGCAAT TATAAAACAAT TTTAAGCGCAAT TTAAAAACAAT TTAGT CGAGT

Psi 1
I
TTTTTTAACCAATAGGCCGAAATCGGCAAAATCCCTTATAAATCAAAAGAATAGACCGAGATAGGGT TGAGTGTTGT TCCAGT TTGGAACAAGAGT CCAC

R N R R N RN NN R R AN AN NRNRRRR AN
AAAAAATTGGT TATCCGGCT TTAGCCGT TTTAGGGAATATTTAGT TTTCT TATCT GGCTCTATCCCAACT CACAACAAGGT CAAACCTTGTTCTCAGGTG

Bt gZ1
Drdl BsaXa Dr a3|

| |
TATTAAAGAACGT GGACT CCAACGT CAAAGGGCGAAAAACCGT CTAT CAGGGCGATGECCCACTACGT GAACCATCACCCTAATCAAGT TTTTTGGGGTC

N R R R R R A R R RN RN AR
ATAATTTCTTGCACCTGAGGT TGCAGT TTCCOGCT TTTTGGCAGATAGT COCGCTACCGGGT GATGCACT TGGTAGT GGGAT TAGT TCAAAAAACCCCAG

Nael
SpAcc NgoM4 |
| | |
GAGGT GCCGTAAAGCACT AAAT CGGAACCCT AAAGGGAGCCCCCGAT TTAGAGCT TGACGGEGGAAAGCCGGCGAACGT GGCGAGAAAGGAAGGGAAGAAA

N R R R R RN AR
CTCCACGGCATTTCGT GATTTAGCCT TGGGAT TTCCCTCGGGEGECTAAAT CTCGAACT GCOCCT TTCGECCGCT TGCACCGCTCTTTCCTTCCCTTCTTT

Bsr B1

|
GCGAAAGGAGCGEECECT AGGGECECT GCCAAGT GTAGCGGT CACGCT GCGECGT AACCACCACACCCGCCGCCCT TAATGCECCECTACAGEECECGT CAG

|II|II|II*II|II|III*I|II|II|I*I|||||||I*I||||||||*||||||||I*I||||IIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*
CGCT T TCCT CGOCCGCGAT CCCGOGACCGT TCACAT CGCCAGT GCGACGOGCAT TGGT GGT GT GGGOGGECGCGAAT TACGOGGCGAT GT CCOGCGCAGT

1900

2000

2100

2200

2300

2400
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Bci V1
BspHl |
pol yA BsrBl1 | |

| ||
GIGGCACTTTTCGGGGAAAT GT GCGCCGAACCCCTATTTGT TTATTTTTCTAAATACAT TCAAATATGTATCCGCT CATGAGACAATAACCCT GATAAAT

2401 [ LLEET =t e e = e et e e et L e L e e e e 2500
CACCGT GAAAAGCCCCT T TACACGOGCCT TGGGGATAAACAAAT AAAAAGAT TTATGT AAGT TTATACATAGGCGAGTACTCTGT TATTGGGACTATTTA

Eci 1l
Sspl Earl Bsu36 Pvu2 | BseYl

| | | |
GCTTCAATAATATTGAAAAAGGAAGAGT CCT GAGGCGGAAAGAACCAGCT GTGGAATGT GT GT CAGT TAGGGT GT GGAAAGT CCCCAGGCT CCCCAGCAG

O R N R A R R R R AN AR N ey
CGAAGTTATTATAACT TTTTCCTTCTCAGGACT CCGCCT TTCTTGGT CGACACCT TACACACAGT CAATCCCACACCT TTCAGGGGT CCGAGGGGTCGTC

Nsi 1 Nsi 1

Sphl | Sphl |

Bf rBl | Bf rBl |
Bst AP | | SexAl BseYl Bst AP | |

|11 I I ||
GCAGAAGT ATGCAAAGCAT GCATCTCAATTAGT CAGCAACCAGGT GT GGAAAGT CCCCAGGCT CCCCAGCAGGCAGAAGT AT GCAAAGCATGCATCTCAA

O B R Nt A N A R E AR EE NN ey
CGTCTTCATACGT TTCGTACGTAGAGT TAATCAGT CGT TGGT CCACACCT TTCAGGGGT COGAGGGGT CGT CCGTCTTCATACGT TTCGTACGTAGAGT T

Eci 1
Eci 1 Eci 1 Bnr 1| Eci 1 Ncol

I I |l I I
TTAGTCAGCAACCAT AGT CCCGCCCCT AACT COGCCCAT CCCGOCCCTAACT CCGOCCAGT TCCGCCCAT TCTCOGCCCCATGGCTGACTAATTTTTTTT

Ao B R N R R R R R N R RN AN AR AR ey
AATCAGTCGT TGGTAT CAGGGECGGGGAT TGAGGCGGGT AGGGCGGEEGAT TGAGGCGGGT CAAGGCGGGT AAGAGGCGGGGT ACCGACT GAT TAAAAAAAA

Avr 2
Sfil St ul|
pol yA Bgl 1 SpDon BseRl1 || dail

I I I | 1 I
ATTTATGCAGAGGCCGAGGCCGCCT CGECCT CTGAGCTAT TCCAGAAGT AGT GAGGAGGCT TTTTTGGAGGCCTAGGCT TTTGCAAAGATCGATCAAGAG

Lo N A R R N NN A RN AR M ANREER R R RE TN ey
TAAATACGT CTCOGGCT COGGCGGAGCCGGAGACT CGATAAGGT CTTCATCACT CCTCCGAAAAAACCT CCGGATCCGAAAACGT TTCTAGCTAGT TCTC
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2901

3001

3101

3201

3301

3401

BspML
BsaB1 Bf uAl1 Eagl Bnr 1

I I I I
ACAGGATGAGGATCGT TTCGCAT GATTGAACAAGAT GGATTGCACGCAGGT TCT CCGECCGCT TGGGT GGAGAGGCTAT TCGGECTATGACT GGGCACAAC

R R R R R R R RN AN AN RN S RNANEREA AR
TGTCCTACT CCTAGCAAAGCGT ACTAACT TGT TCTACCT AACGT GCGT CCAAGAGGCCGGCGAACCCACCT CTCCGATAAGCCGATACT GACCCGT GTTG

Nar 1
Kas1| Drdl

|| |
AGACAAT CGECTGCTCTGAT GCCCCCGT GT TCCGECT GTCAGCGCAGEEECECCCGGT TCTTTTTGI CAAGACCGACCT GTCCGGT GCCCTGAATGAACT

IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*
TCTGT TAGCCGACGAGACT ACGGCGGECACAAGGCCGACAGT CGOGT CCCOGCGGGOCAAGAAAAACAGT TCT GGCTGGACAGGCCACGGGACT TACTTGA

Pvu2
Mscl Fspl | Pfl F1 Eco57

I | I I
GCAAGACGAGGCAGCGOGECT ATCGT GGCT GECCACGACGGGEOGT TCCT TGCGCAGCT GTGCT CGACGT TGT CACT GAAGCGGGAAGGGACTGGCTGCTA

R R R R R Rt R N A AN R S A RA AR A nAREN AN
CGT TCTGCT COGT CGCGOCGATAGCACCGACCGGT GCTGCCCGCAAGGAACGCGT CGACACGAGCT GCAACAGT GACT TCGCCCT TCCCT GACCGACGAT

SpDon Bci V1 Bsr D1

| | |
TTGGGECGAAGT GCCGGEGEGCAGGAT CTCCTGT CATCTCACCT TGCT CCT GCCGAGAAAGT ATCCAT CAT GGCTGATGCAATGCGGCGECTGCATACGCT TG

R AR A R R A RN NN RN AN NN S A REA AR ARy
AACCCGCT TCACGGOCCCGT CCTAGAGGACAGT AGAGT GGAACGAGGACGGCT CT TTCATAGGT AGT ACCGACT ACGT TACGCCGCCGACGTATGOGAAC

Bt gZ1
BspML | Sap1l
Bf uAl | Ear 1

|
ATCCGGCTACCT GCCCATTCGACCACCAAGCGAAACAT CGCAT CGAGCGAGCACGT ACT CGGATGGAAGCCGGT CTTGT CGATCAGGATGATCTGGACGA

R AR R A R N RN AN A
TAGGCCGAT GGACGGGTAAGCT GGTGGT TCGCT TTGTAGCGT AGCT CGCTCGT GCATGAGCCTACCT TCGGCCAGAACAGCTAGT CCTACTAGACCTGCT

BpuEl Sph1 Ncol

| | |
AGAGCAT CAGGGEGECT CGCGCCAGCCGAACT GT TCGCCAGGCT CAAGGCGAGCAT GCCCGACGGECGAGGAT CTCGT CGT GACCCATGGECGATGCCTGCT TG

R R R R R R A R N A RN AN AR
TCTCGTAGT CCOCGAGCGOGGT CGGCT TGACAAGCGGT CCGAGT TCCGCTCGT ACGEGCT GOCGCT CCTAGAGCAGCACT GGGTACCGCTACGGACGAAC

7

3000

3100

3200

3300

3400

3500
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BseY1l
Nael |
Bt gZ1 NgoMd | | Rsr 2 Eci 1
| ||| |
CCGAATATCATGGT GGAAAATGGCCCCTTTTCTGGAT TCATCGACT GT GGCCGGECT GGGT GT GGCGGACCGCTAT CAGGACATAGCGT TGGCTACCCGT G
O A R R R A A s R R R Rt T AR NN N T m et N s etele
GGCTTATAGTACCACCTTTTACCGGCGAAAAGACCTAAGT AGCT GACACCGGCCGACCCACACCGCCTGGCGATAGT CCTGTATCGCAACCGATGGGCAC
Sapl Bt gZ1
Ear 1 Eco57 BssS1 BsrBl |
| | |
ATATTGCT GAAGAGCT TGECGGECGAAT GBECTGACCGCTTCCTCGTGCT TTACGGT ATCGCCGCT CCCGAT TCGCAGCGCATCGCCTTCTATCGCCTTCT
O N R R e R R R R m AR RN AR Rmcrgee
TATAACGACT TCTCGAACCGCCGCT TACCCGACT GGCGAAGGAGCACGAAAT GCCAT AGCGGCGAGGGECT AAGCGT CGCGT AGCGGAAGATAGCGGAAGA
BssS1
BspML
Bsr Bl Bst Bl Bf uAl SpAcc
| | | |
TGACGAGT TCTTCTGAGCGGGACT CTGGGGT TCGAAAT GACCGACCAAGCGACGCCCAACCT GCCATCACGAGATTTCGATTCCACCGCCGCCTTCTATG
3701 |I|I|I|I|*|I|I|I|I|*|I|I|I|I|*|I|||||II*I||||||||*|||||||II*I|||||III*IIIIIIIII*II|I|I|I|*|I|I|I|I|*3800
ACTGCTCAAGAAGACT CGCCCTGAGACCCCAAGCT TTACTGGCTGGT TCGCTGCGGGT TGGACGGTAGT GCTCTAAAGCT AAGGT GGCGGCGGAAGA
Nael Bpmil
NgoM4 | SpAcc |
Bpnil | Avr2 |
| | ||
AAAGGT TGGGECTTCGGAATCGT TTTCCGCGACGCCGECT GGAT GATCCT CCAGCGCGEGEGAT CTCAT GCTGGAGT TCTTCGCCCACCCT AGGGGGAGCECT
L O N R e R R R R R N R R AR AR AT AR R RN mciclee
TTTCCAACCCGAAGCCT TAGCAAAAGGCCCTGCGECCGACCTACT AGGAGGT CGCGCCCCTAGAGT ACGACCT CAAGAAGCGEGT GGGAT CCCCCTCCGA
pol yA pol yA
| |
AACT GAAACACGGAAGGAGACAAT ACCGGAAGGAACCCGCGCTAT GACGGECAATAAAAAGACAGAATAAAACGCACGGTGTTGGGTCGTTTGT TCATAAA
S R R R R R N R N R N R AR R AR RN amelele

TTGACTTTGTGCCTTCCTCTGI TATGGCCT TCCT TGEECGCGATACTGCCGT TATTTTTCTGT CTTATTTTGCGT GCCACAACCCAGCAAACAAGTATTT
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4001

4101

4201

4301

4401

4501

Bsal

|
CGCGGEEGET TCGGT CCCAGGGECT GGCACT CTGT CGATACCCCACCGAGACCCCAT TGGGEGECCAATACGCCCGCGT TTCTTCCTTT TCCCCACCCCACCCCC

R R R A R AR NN AR AN AR M AR oy
GCGCOCCAAGOCAGGGT COCGACCGT GAGACAGCTATGGGGT GECT CTGGEGGT AACCCCGGT TAT GOGGGCGCAAAGAAGGAAAAGGEGT GEGGT GEGEG

Bst AP

Al WNL Bsu36 Dral

| | |
CAAGT TCGGGT GAAGGCCCAGGECT CGCAGCCAACGT CGGEGEGECEECAGGECCCT GCCATAGCCT CAGGT TACTCATATATACT TTAGATTGATTTAAAACT

R R R R R N N N N AR AR AR AN ey
GT TCAAGCCCACT TCCGGGT CCOGAGCGT CGGT TGCAGCCCOGCCGT COBGGACGGT ATCGGAGT CCAAT GAGTATATATGAAATCTAACTAAATTTTGA

Dral BspHL
| |
TCATTTTTAATTTAAAAGGATCTAGGT GAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGT TTTCGT TCCACT GAGCGT CAGACCCC
U A R e R A R N A A i A sy
AGTAAAAATTAAATTTTCCTAGATCCACTTCTAGGAAAAACTATTAGAGT ACTGGT TTTAGGGAAT TGCACT CAAAAGCAAGGT GACT CGCAGT CTGGGG
BpuEl
|
GTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGT AAT CTGCT GCT TGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGITTGC
R A R R e e N N mEE A
CATCTTTTCTAGT TTCCTAGAAGAACT CTAGGAAAAAAAGACGCGCATTAGACGACGAACGT TTGTTTTTTTGGT GGCGAT GGT CGCCACCAAACAAACG
Eco57 SpAcc
| |
CGGATCAAGAGCTACCAACTCTTTTTCCGAAGGT AACT GGCT TCAGCAGAGCGCAGATACCAAATACTGTCCTTCTAGT GTAGCCGTAGT TAGGCCACCA
s A R R R R R N A i N R A ey
GCCTAGI TCTCGATGGTTGAGAAAAAGCCT TCCATTGACCGAAGT CGTCTCGCGT CTATGGT TTATGACAGGAAGAT CACATCGGCAT CAATCCGGT GGT
Al wiN1 BpuEl
| |
CTTCAAGAACT CTGTAGCACCGCCTACATACCT CGCTCTGCTAATCCTGT TACCAGT GGCTGCTGCCAGT GGCGATAAGT CGTGTCTTACCGGGT TGGAC
U N R s R R R R R R At T s A e A el
GAAGT TCTTGAGACAT CGT GGCGGATGT AT GGAGCGAGACGAT TAGGACAAT GGT CACCGACGACGGT CACCGCTATTCAGCACAGAAT GGCCCAACCT G

9
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4601

4701

4801

4901

5001

Apall BseYl

|
TCAAGACGATAGT TACCGGAT AAGGCGCAGCGGT CGEECT GAACGEEEEGET TCGT GCACACAGCCCAGCT TGGAGCGAACGACCT ACACCGAACT GAGAT

N N R R Rt R R A N R NN AR RN
AGTTCTGCTATCAATGGCCTAT TCCGOGT CGOCAGCCOGACT TGCCCCCCAAGCACGT GT GTCGGGT CGAACCT CGCT TGCTGGATGTGGCT TGACTCTA

Bci V1
SpAcc Eci 1 | BssS1

| | I
ACCTACAGCGT GAGCT AT GAGAAAGCGCCACGCT TCCCGAAGGGAGAAAGGCGGACAGGT AT CCGGT AAGCGGCAGGEGT CGGAACAGGAGAGCGCACGAG

U U R R R A R R R NN AR AR A -y
TGGATGTCGCACTCGATACTCTTTCGCGGT GCGAAGGGCTTCCCTCTTTCCGCCTGT CCATAGGCCATTCGCCGTCCCAGCCTTGTCCTCTCGCGTGCTC
SpAcc Drdl BpuEl
| | |
GGAGCT TCCAGGGGGAAACGCCTGGTATCTTTATAGI CCTGT CGGGT TTCGCCACCTCTGACT TGAGCGT CGATTTTTGTGATGCT CGT CAGGGGGGECGEGE
LEETEEEEET = e e e = ee e e e e =t e e e et e e e = e e e =t e e =t e e == 4900
CCTCGAAGGT CCCCCTTTGCGGACCATAGAAATAT CAGGACAGCCCAAAGCGGT GGAGACT GAACT CGCAGCT AAAAACACT ACGAGCAGT CCCCCCGCC

SpDon

SpAcc Eci 1 BspLU|

| |
AGCCTATGGAAAAACGCCAGCAACGCGGECCTTTTTACGGT TCCTGECCTTTTGCTGECCTTTTGCTCACATGI TCTTTCCTGCGT TATCCCCTGATTCTG

R R R R N R RN A NN NN AN REARNE AR ey
TCGGATACCT T TTTGCGGTCGT TGOGCCGGAAAAAT GCCAAGGACCGGAAAACGACCGGAAAACGAGT GTACAAGAAAGGACGCAATAGGGGACT AAGAC

Nsi 1

BfrBl |

|
TGGATAACCGTATTACCGCCATGCAT

LV LTI T i 5026
ACCTATTGGCATAATGGCGGTACGTA

10
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Found:

Af el
Bf uAl
BspHL

Dral

Mscl

Sapl

Uni que:
Af el

BsaXb
Ndel

Agel
Bgl 1
BspLU
Dr a3
Nael
SexAl

Agel
BseR1
Nhel

Not found:

Aar 1
BpulO
ScFRT

Pst1

Smal

Excl uded

Accl
BsaAl
Bsr F1

Fok1
Hpy C4
PpuML
TspR1

Aat 2
Bsgl
Fsel
Pvul
SnaBl1

by site

Aci 1
BsaHl
BssK1

Hae?2
Hpy C5

Rsal

Al w1
BrngB1
BspML
Drdl
Nar 1
Sfil

ApalLl
BspEl
Pf 1 ML

Acc65
Bsi WL
FspAl
R4at B

Spel

ApalLl
Brr 1
Bsr Bl
Eagl
Ncol
SpAcc

Asel
BspLU
Rsr 2

Acl 1
BsnB1
Hi nd3
R4at L

Srfil

conpl exity:

Afl 3
BsaJl
Bst F5

Hae3

Mae3
Sau3A

Al ul
BsaW
Bst N1

Hgal

Myo2
Sau96

Asel
Bpmi
Bsr D1
Ear 1
Ndel
SpDon

Baela
dal
SexAl

Afl 2
BssH2
I _Ceu
R4at P

Swal

Al wl
BselR
Bst Ul

Hhal

whl 1
Sf aN1

Avr 2
BpuEl
Bsr Gl

Eci 1
NgoM4
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