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pFusionRed-endo vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.
Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please
refer to the Table of restriction sites.

Unique sites are shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site).
FusionRed amino acids are shown in red, c-Myc epitope and Human RhoB GTPase amino acids are shown in green, linker amino acids

are shown in black.

Asel Bgll

TAGTTATTAATAGTAATCAATTACGGGGTCATTAGTTCATAGCCCATATATGGAGTTCCGCGTTACATAACTTACGGTAAATGGCCCGCCTGGCTGACCG
O NN S NN NN RN NN RN S RN RN AN RN NN S RN S RN R AR N RN AR e 1L

ATCAATAATTATCATTAGTTAATGCCCCAGTAATCAAGTATCGGGTATATACCTCAAGGCGCAATGTATTGAATGCCATTTACCGGGCGGACCGACTGGC

Aat2 SpAcc Aat2

CCCAACGACCCCCGCCCATTGACGTCAATAATGACGTATGTTCCCATAGTAACGCCAATAGGGACTTTCCATTGACGTCAATGGGTGGAGTATTTACGGT

L N N R RN R RN S RN RN RN S RN NN S RN AR RN S R AR NN R el
GGGTTGCTGGGGGCGGGTAACTGCAGTTATTACTGCATACAAGGGTATCATTGCGGTTATCCCTGAAAGGTAACTGCAGT TACCCACCTCATAAATGCCA

Bgli Ndel Aat2 Bglli Bmrl

AAACTGCCCACTTGGCAGTACATCAAGTGTATCATATGCCAAGTACGCCCCCTATTGACGTCAATGACGGTAAATGGCCCGCCTGGCATTATGCCCAGTA

201 | [LITEEPCEECEETEPECEECEEEE =P EE PP E = PO PP T EEEE =P PP =L P> EEET T 308
TTTGACGGGTGAACCGTCATGTAGTTCACATAGTATACGGTTCATGCGGGGGATAACTGCAGTTACTGCCATTTACCGGGCGGACCGTAATACGGGTCAT

BtgZl SnaB1 Ncol

CATGACCTTATGGGACTTTCCTACTTGGCAGTACATCTACGTATTAGTCATCGCTATTACCATGGTGATGCGGTTTTGGCAGTACATCAATGGGCGTGGA

£k NN S NN NN S RN e NN AN S RN e RN S RN NN S NN RN S NN RN R NN
GTACTGGAATACCCTGAAAGGATGAACCGTCATGTAGATGCATAATCAGTAGCGATAATGGTACCACTACGCCAAAACCGTCATGTAGTTACCCGCACCT

1
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Aat2 Ecil

I |
TAGCGGTTTGACTCACGGGGATTTCCAAGTCTCCACCCCATTGACGTCAATGGGAGTTTGTTTTGGCACCAAAATCAACGGGACTTTCCAAAATGTCGTA

aoL | [ILELEEP*ELELEEEE > EEr e r e e e Eer e ey Pee e e e Pee e e e e e e e
ATCGCCAAACTGAGTGCCCCTAAAGGTTCAGAGGTGGGGTAACTGCAGT TACCCTCAAACAAAACCGTGGTTTTAGTTGCCCTGAAAGGTTTTACAGCAT

Nhel Afel
| |

ACAACTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTGGTTTAGTGAACCGTCAGATCCGCTAGCGCTA

Lk N NN S NN RN S RN S NN S RN S NN RN e R RN S R NN RN RN NN AN AR
TGTTGAGGCGGGGTAACTGCGTTTACCCGCCATCCGCACATGCCACCCTCCAGATATATTCGTCTCGACCAAATCACTTGGCAGTCTAGGCGATCGCGAT

SpDon
Alel |
Agel Ncol | | BsrGl Apalil

CCGGTCGCCACCATGGTGAGCGAGCTGATTAAGGAGAACATGCCCATGAAGCTGTACATGGAGGGCACCGTGAACAACCACCACTTCAAGTGCACATCCG

601 | [[ITIITI*ITEETEET PP TP P PP TP PP L= C TP L EE e =iy T=
GGCCAGCGGTGGTACCACTCGCTCGACTAATTCCTCTTGTACGGGTACTTCGACATGTACCTCCCGTGGCACTTGTTGGTGGTGAAGT TCACGTGTAGGC

FusionRed > MV S ELIKENMPMIKTULYMEGTVNNUHUHTEFEFKCT S E

SpAcc

I
AGGGCGAAGGCAAGCCCTACGAGGGCACCCAGACCATGAGAATCAAGGTCGTCGAGGGCGGCCCTCTCCCCTTCGCCTTCGACATCCTGGCTACCAGCTT

P NN N NN NN S N NN NN RN S RN N RN RN RN NN RN NN

TCCCGCTTCCGTTCGGGATGCTCCCGTGGGTCTGGTACTCTTAGTTCCAGCAGCTCCCGCCGGGAGAGGGGAAGCGGAAGCTGTAGGACCGATGGTCGAA
FusionRed > G E G K PY EGTQTMRTIIKVVESGSGH?PTLU®PTFATFDTIILATSF

Bsu36 SpDon

CATGTACGGCAGCAGAACCTTCATCAAGCACCCTCCGGGCATCCCCGACTTCTTTAAGCAGTCCTTCCCTGAGGGCTTCACATGGGAGAGAGTCACCACA

N N N S NN S NN NN R R A RN RN R S N RN S R AR A R AR AN
GTACATGCCGTCGTCTTGGAAGTAGTTCGTGGGAGGCCCGTAGGGGCTGAAGAAATTCGTCAGGAAGGGACTCCCGAAGTGTACCCTCTCTCAGTGGTGT

FusionRed > MY GSRTFTIIKHZPWPSGTIWPDT FFKQSFUPEGTFTMWEIRVTT
2
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901

FusionRed >

1001

FusionRed >

1101

FusionRed >

1201

FusionRed >

Bbsl Bpml BseYl

I I I
TACGAAGACGGGGGCGTGCTGACCGCTACCCAGGACACCAGCCTCCAGGACGGCTGCCTCATCTACAACGTCAAGGTTAGAGGGGTGAACTTCCCAGCCA

R R R AR NN RN RN NN NS RN RN A RN RN RN
ATGCTTCTGCCCCCGCACGACTGGCGATGGGTCCTGTGGTCGGAGGTCCTGCCGACGGAGTAGATGTTGCAGTTCCAATCTCCCCACTTGAAGGGTCGGT
YEDGGVLTATAQDTSTLQ@DG CLTIYNVTZKVR RGVNTFTPAN

BsmB1
BseYl Stul | Bgli

ACGGCCCTGTGATGCAGAAGAAAACACTCGGCTGGGAGGCCTCCACCGAGACGATGTACCCCGCTGACGGCGGCCTGGAAGGCGCATGTGACATGGCCCT

R R R NN N R NN NS RN RN S RN

TGCCGGGACACTACGTCTTCTTTTGTGAGCCGACCCTCCGGAGGTGGCTCTGCTACATGGGGCGACTGCCGCCGGACCTTCCGCGTACACTGTACCGGGA
G PV MQKIKTTLGMWEASTTETMYPADGGLTETGATCDMATL

BpuEl
BssS1 Eco57 Bsal BpuEl |

I I I ||
GAAGCTCGTGGGCGGGGGCCACCTGATCTGCAACCTTGAGACCACATACAGATCCAAGAAACCCGCTACGAACCTCAAGATGCCCGGCGTCTACAACGTG

RS R R A RN S RN RN S NN S AN N AR A
CTTCGAGCACCCGCCCCCGGTGGACTAGACGTTGGAACTCTGGTGTATGTCTAGGTTCTTTGGGCGATGCTTGGAGTTCTACGGGCCGCAGATGTTGCAC
K LVGGGHTLTICNTLTETTYRSE KT KPATNLTEKMPGVYNYV

SpAcc
Pf1lM1 Bsal PshAl BssS1 Dra3 Mscl

I I I I | I
GACCACAGACTGGAAAGAATCAAGGAGGCCGACGATGAGACCTACGTCGAGCAGCACGAGGTGGCTGTGGCCAGATACTCTACTGGTGGCGCTGGTGATG

LECCREEETP*ELLPEEEE =T Ee = PP LR = LR EEE = PP E = PP FEEE = e

CTGGTGTCTGACCTTTCTTAGTTCCTCCGGCTGCTACTCTGGATGCAGCTCGTCGTGCTCCACCGACACCGGTCTATGAGATGACCACCGCGACCACTAC
DHRLERTIIKEADUDTETYVEQHEVA AV ARYSTSGSGAGT DG
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SpDon

1301

FusionRed/ >

1401

1501

1601

Xho1l
Bgl2 |
BseR1| | Hind3
BpuEl || | saci | EcoR1
BspEl | [ | Ecl2 | | EcoRV | Ncol AlwN1 BseR1
| (I R I I || | | I I
GAGGTAAAGGTGGAGGAGGTTCCGGATCAGATCTCGAGCTCAAGCTTGATATCGAATTCCCCATGGAGCAGAAGCTGATCTCCGAGGAGGACCTGAACCG
LECECEEEEEREEEEEEE P T et e e e e e e e e et ee e e e e e e e e Eee e e e e e e+
CTCCATTTCCACCTCCTCCAAGGCCTAGTCTAGAGCTCGAGTTCGAACTATAGCTTAAGGGGTACCTCGTCTTCGACTAGAGGCTCCTCCTGGACTTGGC
G K GGGGS GSDULETLTIKTILTUDTITETFP N
SpAcc Eco57 Bbsi

GAAGAAACTGGTGGTTGTTGGTGATGGAGCCTGTGGAAAGACATGCTTGCTCATAGTCTTCAGCAAGGACGAGTTCCCAGAGGTGTATGTGCCCACAGTG

R R S R RN R R NN S R RN RN A RN R AR SRR
CTTCTTTGACCACCAACAACCACTACCTCGGACACCTTTCTGTACGAACGAGTATCAGAAGTCGTTCCTGCTCAAGGGTCTCCACATACACGGGTGTCAC

Mscl Notl
EcoRV BspM1 Pvu2 | EaglBsrBl

TTTGAGAACTATGTGGCAGATATCGAGGTGGATGGAAAGCAGGTAGAGT TGGCT TTGTGGGACACAGCTGGCCAGGAGGACTACGACCGCCTGCGGCCGE
LECEELEEPEPTEEEEE PP CEEE LT E = FE P = EEE T P L e e =iy

AAACTCTTGATACACCGTCTATAGCTCCACCTACCTTTCGTCCATCTCAACCGAAACACCCTGTGTCGACCGGTCCTCCTGATGCTGGCGGACGCCGGLG

Aat2 SanD1
Drdl | Bpml | Spbon  Xmn1l

| | | | |
TCTCCTACCCGGACACCGACGTCATTCTCATGTGCTTCTCGGTGGACAGCCCGGACTCGCTGGAGAACATCCCCGAGAAGTGGGTCCCCGAGGTGAAGCA

R AR R R A R A N NN A R R R R AR RN RS RN
4
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1701

1801

1901

2001

2101

AGAGGATGGGCCTGTGGCTGCAGTAAGAGTACACGAAGAGCCACCTGTCGGGCCTGAGCGACCTCTTGTAGGGGCTCTTCACCCAGGGGCTCCACTTCGT

Xcml BspM1
BstX1 Mscl Fspl | Drdi Xmn1

CTTCTGTCCCAATGTGCCCATCATCCTGGTGGCCAACAAAAAAGACCTGCGCAGCGACGAGCATGTCCGCACAGAGCTGGCCCGCATGAAGCAGGAACCC

RS R R R S R R R RN AN AR
GAAGACAGGGTTACACGGGTAGTAGGACCACCGGTTGTTTTTTCTGGACGCGTCGCTGCTCGTACAGGCGTGTCTCGACCGGGCGTACTTCGTCCTTGGG

Fspl
Eagl Ncol FspAl Bcgla Xho1l Bcglb Bbsl BsmBl

GTTCGCACGGATGACGGCCGCGCCATGGCCGTGCGCATCCAAGCCTACGACTACCTCGAGTGCTCTGCCAAGACCAAGGAAGGCGTGCGCGAGGTCTTCG

R R R N R S N RN AR RN e NN RN RN S RN SR RN
CAAGCGTGCCTACTGCCGGCGCGGTACCGGCACGCGTAGGTTCGGATGCTGATGGAGCTCACGAGACGGTTCTGGTTCCTTCCGCACGCGCTCCAGAAGC

BssH2 SpAcc Pstl Afel BstAP SpAcc

AGACGGCCACGCGCGCCGCGCTGCAGAAGCGCTACGGCTCCCAGAACGGCTGCATCAACTGCTGCAAGGTGCTATGAGGGCCGCGCCCGTCGLGLCTGLC

R R R R S R R AR R S N NN S A RN RN AN
TCTGCCGGTGCGCGCGGCGCGACGTCTTCGCGATGCCGAGGGTCTTGCCGACGTAGT TGACGACGTTCCACGATACTCCCGGCGCGGGCAGCGCGGACGG

BamH1 Xbal BcliBsaB1l Spbon  Dral

CCTGCCGGGGATCCACCGGATCTAGATAACTGATCATAATCAGCCATACCACATTTGTAGAGGTTTTACTTGCTTTAAAAAACCTCCCACACCTCCCCCT

R R N RN NN S RN e RN RN NN RN NN SRR

GGACGGCCCCTAGGTGGCCTAGATCTATTGACTAGTATTAGTCGGTATGGTGTAAACATCTCCAAAATGAACGAAATTTTTTGGAGGGTGTGGAGGGGGA

Bsml
Mfel| Hpal polyA Psil polyA polyA

| I | | | |
GAACCTGAAACATAAAATGAATGCAATTGTTGTTGTTAACTTGTTTATTGCAGCTTATAATGGTTACAAATAAAGCAATAGCATCACAAATTTCACAAAT

LECEEEEEPEPEEEEEE =P E e = P EE e = e e e e e e e eeeee e e = e e e e e e e e e e e = eee e e Fe e e =
5
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2201

2301

2401

2501

2601

com

CTTGGACTTTGTATTTTACTTACGTTAACAACAACAATTGAACAAATAACGTCGAATATTACCAATGTTTATTTCGTTATCGTAGTGTTTAAAGTGTTTA

Btsl Bsml Mlul SpDon Sspl

AAAGCATTTTTTTCACTGCATTCTAGTTGTGGTTTGTCCAAACTCATCAATGTATCTTAACGCGTAAATTGTAAGCGTTAATATTTTGTTAAAATTCGCG

RS R R RN R NN e N RN A RN AR NN
TTTCGTAAAAAAAGTGACGTAAGATCAACACCAAACAGGT TTGAGTAGT TACATAGAATTGCGCATTTAACATTCGCAATTATAAAACAATTTTAAGCGC

Psil
|

TTAAATTTTTGTTAAATCAGCTCATTTTTTAACCAATAGGCCGAAATCGGCAAAATCCCTTATAAATCAAAAGAATAGACCGAGATAGGGTTGAGTGTTG

R R R LN R R R R RN A RN R AR SRR
AATTTAAAAACAATTTAGTCGAGTAAAAAATTGGTTATCCGGCTTTAGCCGTTTTAGGGAATATTTAGTTTTCTTATCTGGCTCTATCCCAACTCACAAC

Btgzi
BsaXb Drdi BsaXa Dra3|

TTCCAGTTTGGAACAAGAGTCCACTATTAAAGAACGTGGACTCCAACGTCAAAGGGCGAAAAACCGTCTATCAGGGCGATGGCCCACTACGTGAACCATC
R R R N RN NN A RN e NN N NN RN A RN SRR NN

AAGGTCAAACCTTGTTCTCAGGTGATAATTTCTTGCACCTGAGGTTGCAGTTTCCCGCTTTTTGGCAGATAGTCCCGCTACCGGGTGATGCACTTGGTAG

Nael
SpAcc NgoM4 |

ACCCTAATCAAGTTTTTTGGGGTCGAGGTGCCGTAAAGCACTAAATCGGAACCCTAAAGGGAGCCCCCGATTTAGAGCTTGACGGGGAAAGCCGGCGAAC
R R R A N N RN S NN AN AN

TGGGATTAGTTCAAAAAACCCCAGCTCCACGGCATTTCGTGATTTAGCCTTGGGATTTCCCTCGGGGGCTAAATCTCGAACTGCCCCTTTCGGCCGCTTG

BsrB1

GTGGCGAGAAAGGAAGGGAAGAAAGCGAAAGGAGCGGGCGCTAGGGCGCTGGCAAGTGTAGCGGTCACGCTGCGCGTAACCACCACACCCGCCGCGCTTA

LECELLEEPECPELEE DT < e e < P = P e C e P L= e
CACCGCTCTTTCCTTCCCTTCTTTCGCTTTCCTCGCCCGCGATCCCGCGACCGTTCACATCGCCAGTGCGACGCGCATTGGTGGTGTGGGCGGCGCGAAT
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polyA BsrB1
| |
ATGCGCCGCTACAGGGCGCGTCAGGTGGCACTTTTCGGGGAAATGTGCGCGGAACCCCTATTTGTTTATTTTTCTAAATACATTCAAATATGTATCCGCT
P NN N RN NN N S NN A RN N A R NN R RN A AN RN A R R RN AR
TACGCGGCGATGTCCCGCGCAGTCCACCGTGAAAAGCCCCTTTACACGCGCCTTGGGGATAAACAAATAAAAAGATTTATGTAAGTTTATACATAGGCGA
Bcivil Ecil
BspH1 | Sspl Earil Bsu36 Pvu2 |

|| I | I | |
CATGAGACAATAACCCTGATAAATGCTTCAATAATATTGAAAAAGGAAGAGTCCTGAGGCGGAAAGAACCAGCTGTGGAATGTGTGTCAGTTAGGGTGTG

p L N NN e NN S RN S NN RN NN RN S NN RN RN R AN NN

GTACTCTGTTATTGGGACTATTTACGAAGTTATTATAACTTTTTCCTTCTCAGGACTCCGCCTTTCTTGGTCGACACCTTACACACAGTCAATCCCACAC

Nsil
Sphl |
BfrB1 |
BseY1l BstAP | | SexAl BseY1l

GAAAGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGTCAGCAACCAGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAG

2901 | [LLLEEEPAECEEEEEE PP EE L e e e e e e e L e P e P e Fee =
CTTTCAGGGGTCCGAGGGGTCGTCCGTCTTCATACGTTTCGTACGTAGAGTTAATCAGTCGTTGGTCCACACCTTTCAGGGGTCCGAGGGGTCGTCCGTC

Nsil
Sphl |
BfrBl | Ecil
BstAP | | Ecil Ecil Bmri | Ecil

AAGTATGCAAAGCATGCATCTCAATTAGTCAGCAACCATAGTCCCGCCCCTAACTCCGCCCATCCCGCCCCTAACTCCGCCCAGTTCCGCCCATTCTCCG

EL L N R S NN S RN R R NN AR NN A R RN N S R AR RN NN AR
TTCATACGTTTCGTACGTAGAGTTAATCAGTCGTTGGTATCAGGGCGGGGAT TGAGGCGGGTAGGGCGGGGATTGAGGCGGGTCAAGGCGGGTAAGAGGC

Avr2

sfil Stul]

Ncol polyA Bgli SpDon BseR1l ||
| | | | |11

CCCCATGGCTGACTAATTTTTTTTATTTATGCAGAGGCCGAGGCCGCCTCGGCCTCTGAGCTATTCCAGAAGTAGTGAGGAGGCTTTTTTGGAGGCCTAG

£ RN e NN S RN N N e R RN RN RN S RN RN RN R A RN RN A S AR RN NN AR
GGGGTACCGACTGATTAAAAAAAATAAATACGTCTCCGGCTCCGGCGGAGCCGGAGACTCGATAAGGTCTTCATCACTCCTCCGAAAAAACCTCCGGATC
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3201

3301

Drdil

3401

3501

3601

Clal BsaB1 BspM1 Eagl

GCTTTTGCAAAGATCGATCAAGAGACAGGATGAGGATCGTTTCGCATGATTGAACAAGATGGATTGCACGCAGGTTCTCCGGCCGCTTGGGTGGAGAGGC
RN S RN S R RN S R NN S R R e NN S NN AN N RN AN A R A A AN AR AN
CGAAAACGTTTCTAGCTAGTTCTCTGTCCTACTCCTAGCAAAGCGTACTAACTTGTTCTACCTAACGTGCGTCCAAGAGGCCGGCGAACCCACCTCTCCG
Narl
Bmril Kas1|

TATTCGGCTATGACTGGGCACAACAGACAATCGGCTGCTCTGATGCCGCCGTGTTCCGGCTGTCAGCGCAGGGGCGCCCGGTTCTTTTTGTCAAGACCGA

LECEEEEEPEPTECEEEEP PP C =P Er e e e e e eee e e e e e e e e e e e e e e = e e ey
ATAAGCCGATACTGACCCGTGTTGTCTGTTAGCCGACGAGACTACGGCGGCACAAGGCCGACAGTCGCGTCCCCGCGGGCCAAGAAAAACAGTTCTGGCT

Pvu2
Mscl Fspl | Pf1F1

| I | |
CCTGTCCGGTGCCCTGAATGAACTGCAAGACGAGGCAGCGCGGCTATCGTGGCTGGCCACGACGGGCGTTCCTTGCGCAGCTGTGCTCGACGTTGTCACT

RN R AR RN R S RN N R RN NN RN S RN

GGACAGGCCACGGGACTTACTTGACGTTCTGCTCCGTCGCGCCGATAGCACCGACCGGTGCTGCCCGCAAGGAACGCGTCGACACGAGCTGCAACAGTGA

Eco57 SpDon Bcivil

GAAGCGGGAAGGGACTGGCTGCTATTGGGCGAAGTGCCGGGGCAGGATCTCCTGTCATCTCACCTTGCTCCTGCCGAGAAAGTATCCATCATGGCTGATG

RN R R R R RN AR RN NN NS RN R R S RN N AR SR RN RN
CTTCGCCCTTCCCTGACCGACGATAACCCGCTTCACGGCCCCGTCCTAGAGGACAGTAGAGTGGAACGAGGACGGCTCTTTCATAGGTAGTACCGACTAC

Btgzi
BsrD1 BspM1 |

CAATGCGGCGGCTGCATACGCTTGATCCGGCTACCTGCCCATTCGACCACCAAGCGAAACATCGCATCGAGCGAGCACGTACTCGGATGGAAGCCGGTCT

R R R R RN S RN RN S RN RN A RN AR RN

GTTACGCCGCCGACGTATGCGAACTAGGCCGATGGACGGGTAAGCTGGTGGTTCGCTTTGTAGCGTAGCTCGCTCGTGCATGAGCCTACCTTCGGCCAGA

Sap1l

Earl BpuEl Sph1l
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TGTCGATCAGGATGATCTGGACGAAGAGCATCAGGGGCTCGCGCCAGCCGAACTGTTCGCCAGGCTCAAGGCGAGCATGCCCGACGGCGAGGATCTCGTC

L NN S NN S R R R R R NN A NN RN AR AR AR
ACAGCTAGTCCTACTAGACCTGCTTCTCGTAGTCCCCGAGCGCGGTCGGCTTGACAAGCGGTCCGAGTTCCGCTCGTACGGGCTGCCGCTCCTAGAGCAG

BseY1l
Nael |
Ncol Btgz1 NgoM4 | | Rsr2
| I |11 |
GTGACCCATGGCGATGCCTGCTTGCCGAATATCATGGTGGAAAATGGCCGCTTTTCTGGATTCATCGACTGTGGCCGGCTGGGTGTGGCGGACCGCTATC

3801 | [[ILLITI*PETTEECEP*DEEC T PEEE =TT PP P e T PO =P
CACTGGGTACCGCTACGGACGAACGGCTTATAGTACCACCTTTTACCGGCGAAAAGACCTAAGTAGCTGACACCGGCCGACCCACACCGCCTGGCGATAG

Sapl Btgz1l
Ecil Earl Eco57 BssS1 BsrBl |
| | I | | |

AGGACATAGCGTTGGCTACCCGTGATATTGCTGAAGAGCTTGGCGGCGAATGGGCTGACCGCTTCCTCGTGCTTTACGGTATCGCCGCTCCCGATTCGCA

£ NN RN N N NN NN RN NN RN S NN R R RN NN A RN AR SRR
TCCTGTATCGCAACCGATGGGCACTATAACGACTTCTCGAACCGCCGCTTACCCGACTGGCGAAGGAGCACGAAATGCCATAGCGGCGAGGGCTAAGCGT

BssS1
BsrB1 BstB1 BspM1
| | |

GCGCATCGCCTTCTATCGCCTTCTTGACGAGTTCTTCTGAGCGGGACTCTGGGGTTCGAAATGACCGACCAAGCGACGCCCAACCTGCCATCACGAGATT

aee1 || [[ITTTI*TTLTETEEEEEEEEr = TEE e = E e e e e e e e e e e e e e e =P fr =
CGCGTAGCGGAAGATAGCGGAAGAACTGCTCAAGAAGACTCGCCCTGAGACCCCAAGCTTTACTGGCTGGTTCGCTGCGGGTTGGACGGTAGTGCTCTAA

Nael

NgoM4 |

SpAcc Bpml |
| ||

TCGATTCCACCGCCGCCTTCTATGAAAGGTTGGGCTTCGGAATCGTTTTCCGGGACGCCGGCTGGATGATCCTCCAGCGCGGGGATCTCATGCTGGAGTT

azex | [{LLEEEPELTEEEEEEP= T C e EEr e = E e e eee e = Lo e e e =< e e e = L
AGCTAAGGTGGCGGCGGAAGATACTTTCCAACCCGAAGCCTTAGCAAAAGGCCCTGCGGCCGACCTACTAGGAGGTCGCGCCCCTAGAGTACGACCTCAA
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4201

4301

4401

4501

4601

Bpml
SpAcc |
Avr2 | polyA polyA
||
CTTCGCCCACCCTAGGGGGAGGCTAACTGAAACACGGAAGGAGACAATACCGGAAGGAACCCGCGCTATGACGGCAATAAAAAGACAGAATAAAACGCAC

R R R R S R N A RN AN AR A

GAAGCGGGTGGGATCCCCCTCCGATTGACTTTGTGCCTTCCTCTGTTATGGCCTTCCTTGGGCGCGATACTGCCGTTATTTTTCTGTCTTATTTTGCGTG
Bsal

GGTGTTGGGTCGTTTGTTCATAAACGCGGGGTTCGGTCCCAGGGCTGGCACTCTGTCGATACCCCACCGAGACCCCATTGGGGCCAATACGCCCGCGTTT

R R R R S RN AR R RN NN N RN RN A RN NN SRR
CCACAACCCAGCAAACAAGTATTTGCGCCCCAAGCCAGGGTCCCGACCGTGAGACAGCTATGGGGTGGCTCTGGGGTAACCCCGGTTATGCGGGCGCAAA

BstAP
AlwN1 Bsu36

CTTCCTTTTCCCCACCCCACCCCCCAAGTTCGGGTGAAGGCCCAGGGCTCGCAGCCAACGTCGGGGCGGCAGGCCCTGCCATAGCCTCAGGTTACTCATA
R R R N RN RN NN RN RN S RN A R SRR

GAAGGAAAAGGGGTGGGGTGGGGGGTTCAAGCCCACTTCCGGGTCCCGAGCGTCGGTTGCAGCCCCGCCGTCCGGGACGGTATCGGAGTCCAATGAGTAT

Dral Dral BspH1

TATACTTTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGTTT

RN R e AR R NN e N RN SN NN RN RN RN NN RN S NN RN

ATATGAAATCTAACTAAATTTTGAAGTAAAAATTAAATTTTCCTAGATCCACTTCTAGGAAAAACTATTAGAGTACTGGTTTTAGGGAATTGCACTCAAA

BpuEl

TCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCAC

RS R R R S RN RN A NN NN N NN A RN N AR AR

AGCAAGGTGACTCGCAGTCTGGGGCATCTTTTCTAGTTTCCTAGAAGAACTCTAGGAAAAAAAGACGCGCATTAGACGACGAACGTTTGTTTTTTTGGTG

Eco57

CGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTCCTTCT
10
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4701

LECLREEETP*ELPTEEEE = EE L e = FEEC = EEEE = EEEEEECE = L E = PR E = FE = e ere

GCGATGGTCGCCACCAAACAAACGGCCTAGTTCTCGATGGTTGAGAAAAAGGCTTCCATTGACCGAAGTCGTCTCGCGTCTATGGTTTATGACAGGAAGA

SpAcc AlwN1

4801

4901

5001

5101

5201

AGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGAT

RS R RN R RN AN S NN NN ANt AR AR NN

TCACATCGGCATCAATCCGGTGGTGAAGTTCTTGAGACATCGTGGCGGATGTATGGAGCGAGACGATTAGGACAATGGTCACCGACGACGGTCACCGCTA
BpuEl Apall BseY1

| I |
AAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGC

LECCDEEEPEEERTEEEE O EEC = PR =< EE R = EEE e L e = e ee e e Fe e e ey e rerr

TTCAGCACAGAATGGCCCAACCTGAGTTCTGCTATCAATGGCCTATTCCGCGTCGCCAGCCCGACTTGCCCCCCAAGCACGTGTGTCGGGTCGAACCTCG

Bcivil
SpAcc Ecil |

GAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAG

R R R R NN AR RN e NN S RN RN S RN SR NN
CTTGCTGGATGTGGCTTGACTCTATGGATGTCGCACTCGATACTCTTTCGCGGTGCGAAGGGCTTCCCTCTTTCCGCCTGTCCATAGGCCATTCGCCGTC

BssS1 SpAcc Drdl

GGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTT
R R R R RN RN S NN NN RN RN NSt RN RN RN RN

CCAGCCTTGTCCTCTCGCGTGCTCCCTCGAAGGTCCCCCTTTGCGGACCATAGAAATATCAGGACAGCCCAAAGCGGTGGAGACTGAACTCGCAGCTAAA

SpDon
BpuE1l SpAcc Ecil BspLU|

TTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCT

LECCDEEET*ELPPEELEEE O LT PR L C = EEE e LR E = e E e EEr e e ere |

AACACTACGAGCAGTCCCCCCGCCTCGGATACCTTTTTGCGGTCGTTGCGCCGGAAAAATGCCAAGGACCGGAAAACGACCGGAAAACGAGTGTACAAGA
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Found:

Aat2
BfrBl
BspEl

Btsl
Hind3
PFIF1
SpAcc

Unique:

Agel
BssH2
Ndel
Xcml

Not found:

Aarl
Bsgl
FCatP

5301

Nsil
BfrB1 |
| |

TTCCTGCGTTATCCCCTGATTCTGTGGATAACCGTATTACCGCCATGCAT

LECCPEEET*EEETEEETEPCE PP P T =TT+ 5358

AAGGACGCAATAGGGGACTAAGACACCTATTGGCATAATGGCGGTACGTA

Afel
Bgll
BspH1
Clal
Hpal
PFIM1
SpDon

Alel
BstB1
Nhel

Acc65
Bsili
ScFRT

Agel
Bgl2
BspLU
Dral
Kasl
polyA
Sphl

Asel
BstX1
Notl

Acli
BstE2
Fsel

Alel
Bmrl
BspM1
Dra3
Mfel
PshAl
Sspl

BamH1
Btsl
PFIF1

Afl12
Bstz1l
I _Ceu

ATwN1
Bpml
BsrB1
Drdi1
MIul
Psil
Stul

Bcgla
Clal
PFIM1

Ahd1

BxatB BxatL

Kpnl

ApalLl
BpuE1l
BsrD1
Eagl
Mscl
Pstl
Xbal

Bcglb
Ecl2
PshAl

Asel
Bsal
BsrG1
Earl
Nael
Pvu2
Xcml

Bcll
EcoR1
Pstl

Apal Ascl Asisi

BxatR BxatP

loxP Nrul Pacl

Avr2
BsaB1
BssH2

Ecil

Narl

Rsr2

Xhol

Bgl2
FspAl
Rsr2

Baela
_Chi
Pmel

12

BamH1
BsaXa
BssS1
Ecl2
Ncol
Sacl
Xmnl

BsaXa
Hind3
Sacl

Baelb
EcoK
Pmll

Bbs1
BsaXb
BstAP
Eco57

Ndel
SanD1

BsaXb
Hpal
SanD1

BbvC1l
EcoN1
PspOM

Bcgla
BseR1
BstB1
EcoR1
NgoM4

Sapl

BspEl
Kasl
SexAl

Blpl
FCatB
Pvul

Bcglb
BseY1
BstX1
EcoRV

Nhel
SexAl

BspLU
Mfel
Sfil

BmgB1
FCatL
R4atB

BciVvl
Bsml
Bsu36
FspAl
Notl
Sfil

BsrD1
MIul
SnaB1

Bpul®
FCatR
R4atL

Bcll
BsmB1
Btgz1

Fspl

Nsil
SnaB1

BsrG1
Narl
Xbal



www.evrogen.com

R4atP
T7Ter

Excluded

Accl
BsaAl
BsrFl

Fok1l
HpyC4
PpuM1
TspR1

R4atR
PISce

by site

Acil
BsaHl
BssK1

Hae2
HpyC5

Rsal

Sac2

Sall

complexity:

Af13
Bsall
BstF5

Hae3

Mae3
Sau3A

Alul
BsalWl
BstN1

Hgal

Mbo2
Sau96

Sbf1l

Alwl
BseM2
BstUl

Hhal

Mnll
SfaN1

Scal

Apol
BsiE1l
BstY1l
Hinc2

Msel

Sfcl

Sgfl

Aval
BsiH1
Btgl
Hinf1l
Ms11
Smll

SgrAl

Ava2
Bsli
Cac8
HinP1
MspAl
Styl

Smal

Banl
BsmAl
CviJl

Hpa2

Mwol

Taql

13

Spel

Ban2
BsmF1
Ddel
Hphl
Ncil
Tatl

Srfl

Bbv1l
Bsp12
Eael
Hpy99
Nla3
Tfil

Swal

BceAl
BspCa
EcoO01
Hpy1l
Nla4
Tsel

T3RNA

Bfal
BspCb
Faul
Hpy3
Nspl
Tsp45

T7RNA

Bmel5
Bsrl
Fnu4H
HpyC3
Plel
Tsp50



