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pPhi-Yellow-N vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.
Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please
refer to the Table of restriction sites.

Unigue sites shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site).

MCS sequence shown in frame, amino acids coded by MCS shown in black.

Asel Bgl 1

I I
TAGTTATTAATAGTAATCAATTACGGGGT CATTAGT TCATAGCCCATATAT GGAGT TCCGCGT TACATAACT TACGGT AAATGECCCGCCT GECTGACCG

N N R R R R N Rt N R N RN AR N AN n TR AN AR RRRE DA NRRAN R
ATCAATAATTATCATTAGT TAATGCCCCAGT AATCAAGT ATCGGGT ATATACCT CAAGGCGCAATGTATTGAATGCCAT TTACCGGGCGGACCGACTGGC

Aat 2 Aat 2

| |
CCCAACGACCCCCGCCCAT TGACGT CAATAAT GACGTATGI TCCCATAGT AACGCCAATAGCGACT TTCCATTGACGT CAATGGEGT GGAGTATTTACGGT

O N R R R A RN N Rt N e N AN AR AN A RN A NEA RN vy
GGGT TGCTGGGEECGGGT AACT GCAGT TATTACT GCATACAAGGGT ATCAT TGCGGT TATCCCT GAAAGGT AACT GCAGT TACCCACCT CATAAAT GCCA

Bgl 1 Ndel Aat 2 Bgll Bnrl

I I I I I
AAACTGCCCACT TGECAGT ACATCAAGT GTATCATATGCCAAGT ACGCCCCCT AT TGACGT CAAT GACGGT AAAT GGCCCGCCTGECATTATGCCCAGTA

200 [T EEEee ==t e e e e e e e e e e 300
TTTGACGGGT GAACCGT CATGT AGT TCACATAGT ATACGGT TCATGCGGGGGATAACT GCAGT TACT GCCAT T TACCGGGCGGACCGTAATACGGGT CAT

SnaBl1 Ncol

I I
CATGACCTTATGGGACTTTCCTACT TGGCAGTACATCTACGTATTAGT CATCGCTAT TACCATGGTGATGCGGT TTTGECAGI ACAT CAAT GGGCGT GGA

L R R R R R R N R N N N A NN AR EANERER N R nARAA A
GT ACTGGAATACCCT GAAAGGAT GAACCGT CAT GTAGAT GCATAAT CAGT AGCGATAAT GGTACCACT ACGCCAAAACCGT CATGTAGT TACCCGCACCT

1



www.evrogen.com

Aat 2 Eci 1

I I
TAGCGGT TTGACT CACGGGGATTTCCAAGT CTCCACCCCAT TGACGT CAATGCGAGT TTGT TTTGGCACCAAAAT CAACGGGACT TTCCAAAATGT CGTA

401 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*
ATCGCCAAACT GAGT GCCCCTAAAGGT TCAGAGGT GGGGT AACT GCAGT TACCCT CAAACAAAACCGT GGT TTTAGT TGCCCTGAAAGGT TTTACAGCAT

Nhel Afel
| |

ACAACT COGCCCCAT T GACGCAAAT GEGCGGTAGGCGT GTACGGT GGGAGGT CTATATAAGCAGAGCT GGT TTAGT GAACCGT CAGATCOGCTAGCGCTA
L N R R R R R N R AR A R A AN

TGT TGAGGCGGGGTAACT GOGT TTACCCGCCAT CCGCACAT GCCACCCT CCAGATATAT TCGT CTCGACCAAAT CACT TGGCAGT CTAGHCGATCGCGAT

Phi YFP > L AL

Xhol Hi nd3 EcoRl Sal 1 Kpnl ||

BpuEl Bgl 2 | Sacl | Bst Bl | Pst 1| Acc65 | [
I I 11

1

Nar 1
Agel Kas1|

) ||
(COGGACT CAGATCTCRAGCT CAAGCTTCGAATTCTGCAGT CGACGET ACCGOGAGC0CGAGAT CCACCAGT GOCACCAT GAGCAGCGB0GCCCTGTTGT
L R R R Rt R N R R R N R A RA R AR N AN R RNANA N
(GGCCTGAGT CTAGAGCT CGAGT TCGAAGCT TAAGACGT CAGCT GOCAT GGCGCCCGEECCCTAGGT GBCCAGCGGT GGTACT CGT CGCCGCGEGACAACA
P DSDLETLIKLR RI LQSTVPRARDTPZPVRAT

Bsr D1
Eco57 | Mscl Sac?2

|| I I
TCCACGGCAAGAT CCCCTACGT GGT GGAGAT GGAGGGCAAT GT GGAT GGCCACACCT TCAGCAT CCGCGGECAAGGEECTACGGECGAT GCCAGCGT GGGCAA

LA R N R R N R N NN AN RN AR AN AR AR
AGGT GCOGT TCTAGGGGAT GCACCACCT CTACCT CCCGT TACACCTACCGGT GT GGAAGT CGTAGGCGCCGT TCCOGAT GCOGCT ACGGT CGCACCCGT T
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801

901

1001

1101

1201

Nar 1
Bsgl Bst E2 Kas1|

Bnr 1 Sgr Al Alel | Bpmil Bnr 1| |
I I | | I |11
GGTGGATGCCCAGT TCATCTGCACCACCGGCGAT GT GCCCGT GCCCTGGAGCACCCT GGT GACCACCCT GACCTACGGCGCCCAGT GCTTCGCCAAGTAC

R R A R RN Rt AR RN AR REEANA R AR
CCACCTACGGGT CAAGT AGACGT GGT GGCCGCT ACACGGEGRCACGGEGACCT CGT GGGACCACT GGT GGGACT GGAT GCCGOGGGT CACGAAGCGGT TCATG

Xm1 Eco57 Sphl Bsgl

| I
GGCCCCGAGCTGAAGGAT TTCTACAAGAGCT GCATGCCCGAT GGCT ACGT GCAGGAGCGCACCAT CACCT TCGAGGGT GATGGCAAT T TCAAGACCCGCG

R R A R AN A R N NN AN RREE RN R AR
CCGGGGCTCGACT TCCTAAAGATGT TCT CGACGT ACGEGCTACCGAT GCACGT CCTCGCGT GGT AGT GGAAGCT CCCACTACCGT TAAAGT TCTGGGOGC

Pf1 ML
BseYl
Pr 1 |
Bst E2 Bsr GL Mscl Mscl |
I I I |1
CCGAGGTGACCT TCGAGAAT GGCAGCGT GTACAAT CGCGT GAAGCT GAAT GGCCAGGGCT TCAAGAAGGAT GGCCACGT GCTGGGCAAGAATCTGGAGT T

R R A A A A A R R R A AR R
GGCTCCACT GGAAGCT CTTACCGT CGCACATGT TAGCGCACT TCGACT TACCGGT CCCGAAGT TCT TCCTACCGGT GCACGACCCGT TCTTAGACCT CAA

Bpni Sapl BssS1

Btsl| BsrGl Ear 1l Bgl 2Eco57 |

|l I I I ||
CAATTTCACCCCCCACTGCCTGTACATCTGGGEGCGAT CAGGCCAAT CACGGCCT GAAGAGCGCCT TCAAGAT CTGCCACGAGAT CACCGGCAGCAAGGEC
R R A R N R R R N A N N R R
GITAAAGT GCGGEGGT GACGGACAT GTAGACCCCCGCTAGT CCCGT TAGT GCCGGACT TCTCGCGGAAGT TCTAGACGGT GCTCTAGT GGCCGT CGT TCCCG

Apall Pm 1 PM1 Blpl
I I I I
GATTTCATCGTGGCCGAT CACACCCAGAT GAAT ACCCCCAT CGGCGROGGECCCCGT GCACGT GOCCGAGT ACCACCACAT GAGCTACCACGT GAAGCTGA

N R N R N AR R AR e AN S RN AN RN R AR
CTAAAGTAGCACCGGCTAGT GT GGGTCTACT TAT GGGGGT AGCCGCCGCOGEEGCACGT GCACGGGCT CAT GGT GGT GTACT CGATGGT GCACT TCGACT
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1301

1401

1501

1601

1701

1801

Bsal BssH2 Eco57 Hi nd3 Bl p1
I I |
GCAAGGAT GT GACCGAT CACCGCGATAAT AT GAGCCT GAAGGAGACCGT GCGCGCCGT GGAT TGCCGCAAGACCTACCT GTGAAGCT TAATTAGCTGAGC
IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*
CTGGCTAGTGGCGCTATTATACTCGGACT CTGGCACGCGCGECACCTAACGGCGT TCTGGATGGACACT TCGAATTAATCGACT

Xbal BsaBl

I I
TTGGACTCCTGI TGATAGATCCAGT AATGACCT CAGAACT CCATCTGGCCGCGACT CTAGATCATAATCAGCCATACCACATTTGTAGAGGT TTTACTTG

R R A R NN R AR AR AN NN RN AR RN A
AACCT GAGGACAACTATCTAGGT CATTACT GGAGT CT TGAGGT AGACCGGOGCT GAGAT CTAGTAT TAGT CGGTATGGT GTAAACATCTCCAAAATGAAC

Bsmil
Dral M el| Hpal Psi 1

| | | |
CTTTAAAAAACCT CCCACACCT CCCCCTGAACCTGAAACATAAAATGAATGCAATTGT TGT TGTTAACT TGTTTATTGCAGCT TATAATGGT TACAAATA

U R R R N N R N NNt AR RN R ARRNEN AR
GAAATTTTTTGGAGGGT GTGGAGGGGEGACT TGGACT TTGTAT TTTACT TACGT TAACAACAACAAT TGAACAAATAACGT CGAATATTACCAATGT TTAT

Bt sl Bsnil Afl 2
I
AAGCAATAGCATCACAAATTTCACAAATAAAGCCATTTTTTTCACTGCATTCTAGT TGTGGTI TTGT CCAAACT CATCAATGTATCTTAAGCCGTAAATTGT

R R N R R R R N AN A AN AN S NN R R RN NERRANE AN
TTCGT TATCGTAGTGI TTAAAGT GT TTATTTCGT AAAAAAAGT GACGT AAGAT CAACACCAAACAGGT TTGAGTAGT TACATAGAAT TCCGCATTTAACA

Sspl Psi 1

I I
AAGCGT TAATATTTTGI TAAAATTCGCGT TAAATTTTTGT TAAATCAGCTCATTTTT TAACCAAT AGGCCGAAAT CGGCAAAATCCCTTATAAATCAAAA

IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*
TTCGCAATTATAAAACAATTTTAAGCGCAAT TTAAAAACAAT TTAGT CGAGTAAAAAAT TGGT TATCCGGCT TTAGCCGT TTTAGGGAATATTTAGTTTT

BsaXb Drdil BsaXa

| | |
GAATAGACCGAGATAGGGT TGAGT GT TGT TCCAGT TTGGAACAAGAGT CCACTATTAAAGAACGT GGACT CCAACGT CAAAGGGCGAAAAACCGI CTATC

RN A R A R A N A A A A AR AN
CTTATCTGGCTCTATCCCAACT CACAACAAGGT CAAACCT TGT TCTCAGGT GATAAT TTCTTGCACCTGAGGT TGCAGT TTCCOGCT TTTTGGCAGATAG
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Dr a3
I
AGGGCGATGGECCCACTACGT GAACCATCACCCTAATCAAGT TTTT TGGGGT CGAGGT GCCGTAAAGCACT AAAT CGGAACCCT AAAGGGAGCCCCCGATT

e R R N R R R R AN N AR AN EE R AR A RN vy
TCCCGCTACCGGGT GATGCACT TGGTAGT GGGAT TAGT TCAAAAAACCCCAGCT CCACGGCAT TTCGTGAT T TAGCCT TGGGAT TTCCCT CGGGGGCTAA

Nael
NgoMd | Bsr B1
| | I
TAGACCT TGACGCGCGAAAGCCGGECGAACGT GECGAGAAAGGAAGCGAAGAAAGCGAAAGGAGCGEEECECT AGCECGCTGECAAGT GTAGCGGT CACCCT G

OO N e A A R A e R A R A R R
ATCTCGAACT GCCCCT TTCGECCGCT TGCACCGCT CTTTCCT TCCCT TCT TTCGCT T TCCT CGOCCGOGAT CCCGOGACCGT TCACATCGCCAGT GCGAC

CGCGTAACCACCACACCCGCCGCGCT TAAT GCGCCGECT ACAGGGECGCGT CAGGT GGCACT TT TCGGGEGAAAT GT GCGCGGAACCCCTATTTGI TTATTTT

2101 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 2200
GCGCAT TGGT GGT GT GGGOGGECGOGAAT TACGCGGCGAT GT COCGCGCAGT CCACCGT GAAAAGCCCCT TTACACGCGCCT TGGGGATAAACAAATAAAA

Bci V1
BspH1 |
BsrBl | | Sspl Earl Bsu36
1 I I I
TCTAAATACATTCAAATATGTATCCGCTCATGAGACAATAACCCT GATAAATCCTTCAATAATAT TGAAAAAGGAAGAGT CCT GAGGCGGAAAGAACCAG

o N N N AR A e N e A e NN AR R A N R AR Rl
AGATTTATGTAAGT TTATACATAGGCGAGTACTCTGT TATTGGGACTATTTACGAAGT TATTATAACT TTTTCCTTCTCAGGACTCCGCCTTTCTTGGTC

Nsi 1

Sphl |

Eci 1l Bf rBl |
Pvu2 | BseY1l BstAP | | SexAl

|| I | || I
CTGTGGAATGTGTGT CAGT TAGGGT GT GGAAAGT CCCCAGGCT CCCCAGCAGGCAGAAGT ATGCAAAGCAT GCATCT CAATTAGT CAGCAACCAGGTGTG

2301 [ LLEEEer= e =t e e e e e e e e e e e e e e e e 2400
GACACCT TACACACAGT CAAT CCCACACCT T TCAGGGGT CCGAGGGGT CGT CCGTCTTCATACGT TTCGT ACGTAGAGT TAATCAGT CGT TGGT CCACAC
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Nsi 1
Sphl |
Bf rBl |
BseYl Bst AP | | Eci 1 Eci 1

I | I I I
GAAAGT CCCCAGGCT CCOCAGCAGGCAGAAGT AT GCAAAGCAT GCAT CTCAAT TAGT CAGCAACCATAGT CCCGCCCCTAACT CCGOCCAT CCOGCCCCT

2401 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 2500
CTTTCAGGGGT COGAGGGGT CGTCOGT CTTCATACGT TTCGTACGT AGAGT TAATCAGT CGT TGGT AT CAGGGOGGGGAT TGAGGCGGEGT AGGGECGGGEGEA

Eci 1 Sfil

Bnr 1| Eci 1 Ncol Bgl 1

|l I I I
AACTCCGCCCAGT TCCGCCCATTCTCCGCCCCATGECTGACTAATTTTTTTTAT T TAT GCAGAGGCCGAGGECCGCCTCGGECCT CTGAGCTATTCCAGAAG

Lo o e R R e A N A R A R A e
TTGAGGOGGGT CAAGGCGGGT AAGAGGCGGGGT ACCGACT GAT TAAAAAAAAT AAATACGT CTCCGGCT COGGCGGAGCCGGAGACT CGATAAGGTCTTC

Avr 2
St ul| BspML
BseR1 || dal BsaB1 Bf uAl

| 1] I I I
TAGT GAGGAGGCT TTTTTGGAGGCCTAGGCT TTTGCAAAGAT CGAT CAAGAGACAGGAT GAGGAT CGT TTCGCATGAT TGAACAAGATGGAT TGCACGCA

2601 [ [LLELEEEEE et e e e = e e e e e e =i e e > 2700
ATCACTCCTCCGAAAAAACCT CCGGATCCGAAAACGT TTCTAGCTAGT TCTCTGT CCTACT CCTAGCAAAGCGTACTAACT TGT TCTACCTAACGT GCGT

Eagl Bnr 1

|
GGTTCTCCGGECCECT TCEGET GGAGAGECTAT TCEECTAT GACT GGGCACAACAGACAAT CGECT GCT CTGAT GCCGCCGT GT TCCGGECT GT CAGCGCAGG

O B R R A e R R AN AR R N R R =l
CCAAGAGGCCGBOGAACCCACCT CTCCGATAAGCCGATACT GACCCGT GT TGT CTGT TAGCCGACGAGACT ACGGCGGCACAAGGCCGACAGT CGCGTCC

Nar 1
Kas1| Drdl Mscl
|l I I
GGCGCCCGEGTTCTTTTTGTCAAGACCGACCT GT CCGGT GCCCT GAAT GAACT GCAAGACGAGGECAGCGECGEECTAT CGT GGCT GECCACGACGEECGTTCC

2801 L LLLEEEr=teet et =i e e b = e e e e e e = et 2900
CCGOGGGOCAAGAAAAACAGT TCT GECT GGACAGGECCACGGGACT TACT TGACGT TCTGCT COGT CGOGCCGAT AGCACCGACCGGT GCTGCCCGCAAGG
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Pvu2
Fspl | PflF1 Eco57
| I
TTGCGCAGCT GT GCTCGACGT TGT CACT GAAGCGCGGAAGGGACT GGCTGCT AT TGEGCGAAGT GCCCEEECAGGAT CTCCTGT CATCTCACCT TGCTCCT

O N A A A R A A R AR R R A R A i
AACGCGT CGACACGAGCT GCAACAGT GACT TCGCCCT TCCCT GACCGACGAT AACCCGCT TCACGGCCCOGT CCTAGAGGACAGT AGAGT GGAACGAGGA

BspML

Bci V1 Bsr D1 Bf uAl

I I I
GCCGAGAAAGTATCCATCAT GCCTGATGCAAT GCGECGECT GCATACGCT TGAT CCGECTACCT GCCCAT TCGACCACCAAGCGAAACAT CGCATCGAGC

3001 [ LLELErErstrreertt =ttt et e et e e e e e e e 3100
CGGCTCTTTCATAGGTAGTACCGACTACGT TACGCCGOCGACGT AT GCGAACT AGGCCGAT GGACGGGTAAGCT GGT GGT TCGCT TTGTAGCGTAGCTCG

Sapl
Ear 1 BpuEl

| |
GAGCACGTACT CGGAT GGAAGCCGGT CTTGT CGAT CAGGAT GAT CT GGACGAAGAGCAT CAGGEECT CGCGCCAGCCGAACT GTTCGCCAGECTCAAGEC

e N R s R R R S e R R AN R AR AN A AN N v
CTCGTGCATGAGCCTACCT TCGGOCAGAACAGCTAGT CCTACTAGACCT GCT TCTCGT AGT CCCCGAGCGCGGT CGGCT TGACAAGCGGT CCGAGT TCCG

sph1 Ncol
I I
GAGCAT GCCOGACGGCGAGGAT CTCGT CGT GACCCAT GGOGAT GCCTGCT TGCCGAAT AT CAT GGT GGAAAAT GGCCGCT TTTCTGGATTCATCGACTGT

3201 [ LLEEEEErt e et e e et e e e e < 3300
CTCGTACGGGCT GOCGCTCCTAGAGCAGCACT GBGT ACCGCT ACGGACGAACGGCT TATAGTACCACCT TTTACCGGCGAAAAGACCTAAGTAGCT GACA

BseYl
Nael | Sapl
NgoM4 | | Rsr 2 Eci 1 Earl Eco57 BssS1

| 1| I I I I I
GGCCGGCT GAGT GT GECGGACCGCTAT CAGGACATAGCGT TGGCTACCCGT GATAT TGCT GAAGAGCT TGGECGEOGAAT GBGECT GACCGCT TCCTCGTGC

3301 [ LLEEEEREt e =t b=t e e e e e e e e e 3400
CCGGCCGACCCACACCGOCT GGCGATAGT CCTGT ATCGCAACCGAT GGGCACT ATAACGACT TCT CGAACCGCCGCT TACCCGACT GGCGAAGGAGCACG
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3401

3501

3601

3701

3801

Bsr B1 Bsr B1 Bst B1

| I I
TTTACGGTATCGCCGCT CCCGAT TCGCAGCGCATCGCCT TCTATCGCCT TCTTGACGAGT TCT TCTGAGCGGGACT CTGEGGT TCGAAAT GACCGACCAA

RN R R R N Rt AR T Rt NN RNt RN RN R RRA A RN R AT oy
AAAT GCCAT AGCGGCGAGGGCT AAGCGT CGOGT AGCGGAAGAT AGCGGAAGAACT GCTCAAGAAGACT CGCCCT GAGACCCCAAGCT TTACTGGCTGGT T

BssS1 Nael
BspML NgoMd |
Bf uAl Bpntl |
I | |
GCGACGCCCAACCT GCCATCACGAGATTTCGATTCCACCGCCGCCT TCTATGAAAGGT TGGGCT TCGGAATCGT TTTCCGGGACGCCEECTGGATGATCC

R R R R RN R AR N A AR R NN RN R NAE Ry
CGCTGOGGGT TGGACGGTAGT GCTCTAAAGCTAAGGT GGCGGOGGAAGATACT TTCCAACCCGAAGCCT TAGCAAAAGGCCCT GCGBCCGACCTACTAGG

Bpmil
Avr2 |

| |
TCCAGCGCGEEGAT CTCATGCTGGAGT TCT TCGCCCACCCT AGGEGEGAGECTAACT GAAACACGGAAGGAGACAAT ACCGGAAGGAACCCGECGCTATGAC

R R N R R AN R AN RN RN RN RN A ey
AGGT CGOGCCCCTAGAGT ACGACCT CAAGAAGCGGGT GBGAT CCCCCT COGATTGACT TTGTGCCT TCCTCTGT TATGGCCT TCCT TGGGCGCGATACTG

Bsal

|
GGCAATAAAAAGACAGAATAAAACGCCACGGTGT TGEGT CGT TTGT TCATAAACGCGEGEGET TCGGT CCCAGGECT GGCACT CTGTCGATACCCCACCGAGA

R R A R R R Rt N ARt AR R R AN RRA AN AR RRE -y
CCGTTATTTTTCTGICTTATTTTGOGT GCCACAACCCAGCAAACAAGT AT TTGCGOCCCAAGCCAGGGT CCCGACCGT GAGACAGCTAT GGGGTGGCTCT

CCCCATTGGGGECCAATACGCCCGCGT TTCTTCCT T TTCCCCACCCCACCCCCCAAGT TCGGEGT GAAGGCCCAGGGECT CGCAGCCAACGT CGEEGECGECAG

R N R R R AR N AN RN AN AR RN R AR A AR AR iy
GGGGTAACCCCGGT TATGOGGGECGCAAAGAAGGAAAAGGEGT GEGGT GBGEGGGT TCAAGCCCACT TCOGGGT COCGAGCGT CGGT TGCAGCCCCGCCGTC

Bst AP

Al wiN1 Bsu36 Dral Dral

3901

I I I
GCCCTGCCATAGCCTCAGGT TACTCATATATACTTTAGATTGATTTAAAACT TCATTTTTAATTTAAAAGGATCTAGGT GAAGATCCTTTTTGATAATCT

R R R R R N R R e N N m A n RN RN RA RN vy
CGGGACGGT ATCGGAGT CCAATGAGT ATATATGAAATCTAACT AAAT TTTGAAGT AAAAAT TAAAT TTTCCTAGAT CCACT TCTAGGAAAAACTATTAGA
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BspH1 BpuEl

4001

4101

4201

4301

4401

4501

4601

|
CATGACCAAAATCCCTTAACGTGAGT TTTCGT TCCACT GAGCGT CAGACCCCGT AGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTA

R R R A R N N R RN m N nEE N RN R AR AR
GTACTGGT TTTAGGGAAT TGCACT CAAAAGCAAGGT GACT CGCAGT CTGGGGCATCT TTTCTAGT TTCCTAGAAGAACT CTAGGAAAAAAAGACGCGCAT

Eco57

I
ATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGI TTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACT GGCTTCAGCA

R A R Rt AR N NN AN AR NN RN AR
TAGACGACGAACGT TTGT TTTTTTGGTGGCGATGGT CGOCACCAAACAAACGGCCTAGT TCTCGAT GGT TGAGAAAAAGGCT TCCAT TGACCGAAGT CGT

GAGCGCAGATACCAAATACTGTCCTTCTAGT GTAGCCGTAGT TAGGCCACCACT TCAAGAACT CTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCT

R N A e R A e AN R A N R R A
CTCGCGTCTATGGT TTATGACAGGAAGAT CACAT CGGCAT CAATCCGGT GGT GAAGT TCT TGAGACAT CGT GGOGGAT GTAT GGAGCGAGACGAT TAGGA

Al WNL BpuE1l

I I
GITACCAGT GGCT GCTGCCAGT GGCGATAAGT CGT GT CTTACCGGGT TGGACT CAAGACGATAGT TACCGGAT AAGGCGCAGCGGT CGGGECT GAACGEEG

U R e A e A AN AR R AR A
CAATGGTCACCGACGACGGT CACCGCT AT TCAGCACAGAAT GGCCCAACCT GAGT TCTGCTATCAATGGCCTAT TCCGOGT CGCCAGCCCGACT TGOCCC

Apall BseYl
| |
GGT TCGTGCACACAGCCCAGCT TGGAGCGAACGACCTACACCGAACT GAGATACCT ACAGCGT GAGCTAT GAGAAAGCGCCACGCT TCCCGAAGGGAGAA

U R R R A e A R A R e AR A R S A R A A R R
CCAAGCACGT GTGT CGGGT CGAACCT CGCTTGCT GGATGT GGCT TGACT CTAT GGAT GT CGCACT CGATACT CTTTCGOGGT GCGAAGGGCTTCCCTCTT

Bci V1
Eci 1 [ BssS1

| I
AGGCGCGACAGGT ATCCGGT AAGCGECAGEGT CCGAACAGGAGAGCGCACGAGEGAGCT TCCAGEEEGAAACGCCTGGTATCT TTATAGI CCTGT CGGGT T

R R R A N R N A AR AN AR nEN R A
TCCGCCTGT CCATAGGCCAT TCGCCGT CCCAGCCT TGTCCT CTCGOGT GCTCCCT CGAAGGT COCCCT TTGCGGACCATAGAAAT AT CAGGACAGCCCAA

Drd1l BpuEl Eci 1

I I I
TCGCCACCTCTGACT TGAGCGTCGATT TTTGT GATGCT CGT CAGCGGEEECEGAGCCT AT GGAAAAACGCCAGCAACCCGECCT TTTTACGGT TCCTGGCC

R R A R A AR A NN RN AR RNRARE AR
AGCGGT GGAGACT GAACT CGCAGCTAAAAACACT ACGAGCAGT CCCCCCGOCT CGGATACCT TTTTGCGGT CGT TGOGCCGGAAAAAT GCCAAGGACCGG
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Nsi 1
BspLU Bf rBl |

I I
TTTTGCTGECCTTTTGCTCACATGI TCTTTCCTGCGT TATCCCCTGATTCT GT GGATAACCGTAT TACCGCCATGCAT

4701 (TP ree ettt et =i e e e e > i 4778
AAAACGACCGGAAAACGAGT GTACAAGAAAGGACGCAAT AGGGGACT AAGACACCTAT TGGCATAAT GGCGGTACGTA

Found:

Aat 2 Acc65 Af el Afl 2 Agel Al el Al wN1 Apal ApalLl Asel Avr 2 BantHl
Bf uAl Bgl 1 Bgl 2 Bl pl1 Bnr 1 Bpmil BpuEl Bsal BsaB1 BsaXa BsaXb BseR1
Bsmil BspH1 BspLU BspML Bsr B1 Bsr D1 Bsr GL BssH2 BssS1 Bst AP Bst B1 Bst E2
Cal Dral Dr a3 Drdil Eagl Ear 1l Eci 1 Eco57 EcoR1 Fspl Hi nd3 Hpal
M el Mscl Nael Nar 1 Ncol Ndel NgoM4 Nhel Nsi 1 Pfl F1 Pf 1 ML P 1
Pst 1 Pvu2 Rsr 2 Sacl Sac?2 Sal 1 Sapl SexAl Sfil Sgr Al Smal SnaB1

Stul Xbal Xhol Xm1

10

Bci V1
BseYl
Bsu36
Kas1l
Psi 1

Sphl

Bf r B1
Bsgl
Btsl
Kpnl

PspOMm

Sspl
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Uni que:

Acc65 Afel
Dr a3 Eagl

Sacl Sal 1

Not found:

Aar 1 Acl 1
Bsi WL BsnB1
M ul Not 1
Pl Sce Xcml

Excl uded by site

Accl Aci 1
BsaAl BsaH1
Bsr F1 BssK1l

Fok1 Hae?2
HoyCG4A  Hpy G
PpuML Rsal
TspR1

Afl 2
EcoR1l

SexAl

Ahd1
BspEl
Nrul

Agel
Fspl

Sfil

Ascl
Bst X1
Pacl

conpl exity:

Afl 3
BsaJl
Bst F5

Hae3

Mae3
Sau3A

Al ul
BsaWL
Bst N1

Hgal

Myo2
Sau96

Al el
Hpal

Sgr Al

Asi S1
Bst Z1
Pmel

Al wl
BseMp
Bst Ul

Hhal

wvnl 1
Sf aN1

Apal
Kpnl

Smal

Baela
_Chi
PshAl

Apol
Bsi E1

Bst Y1
H nc2
Msel
Sfcl

Asel
Mel

SnaBl1

Baelb
EcoK
Pvul

Aval
Bsi H1
Bt g1
H nfl
Msl 1
Sm 1

BanmH1
Ndel

Stul

Bbs1
EcoN1L
SanD1

Ava2
Bsl 1
Cac8
H nP1
MspAl
Styl

11

BsaXa
Nhel

Xbal

BbvC1l
EcoRV
Sbf 1

Banl
BsmAl
CviJ1l

Hpa?2

Mo 1

Taql

BsaXb
Pfl F1

Xho1l

Bcgla
ScFRT
Scal
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