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pTurboGFP-mito vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.
Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please
refer to the Table of restriction sites.

Unique sites shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site). Mitochondrial
targeting sequence (MTS) shown in bold black.

Asel Bgl 1

| |
TAGTTATTAATAGT AATCAATTACGCGGT CATTAGT TCATAGCCCATATATGGAGT TCCGCGT TACATAACT TACGGT AAAT GGCCCGECCTGECTGACCG

O R R R R R R R R N R N N RN E N A nE AN N RRRR AR
ATCAATAATTATCATTAGT TAATGCCCCAGT AATCAAGT AT CGGGTATATACCT CAAGGCGCAAT GTATTGAAT GCCAT T TACCGGGOGGACCGACT GGC

Aat 2 Aat 2

| |
CCCAACGACCCCCGCCCATTGACGT CAATAATGACGT ATGT TCCCATAGT AACGCCAATAGGGACT TTCCAT TGACGT CAATGGGT GGAGTATTTACGGT

KO N R R R R R R N Rt R R RN RN AN AN AN TR ey
GGGT TGCT GGGGEECGGGT AACT GCAGT TAT TACT GCATACAAGGGT ATCAT TGOGGT TATCCCT GAAAGGT AACT GCAGT TACCCACCT CATAAATGCCA

Bgl 1 Ndel Aat 2 Bgll Bmril

I | I I I
AAACT GOCCACT TGGCAGTACAT CAAGT GTATCATATGCCAAGT ACGCCCCCT AT TGACGT CAAT GACGGT AAAT GGCCCGCCT GGCAT TATGCCCAGTA

O O N N e N R R AR AN R e
TTTGACGGGT GAACCGT CATGT AGT TCACATAGT ATACGGT TCATGCGGGGEGATAACT GCAGT TACT GCCAT T TACCGGGOGGACCGTAATACGGGT CAT

SnaBl1 Ncol

| |
CATGACCTTATGGGACTTTCCTACT TGECAGTACATCTACGTATTAGT CATCGCTATTACCATGGT GATGCGGT TTTGECAGT ACATCAAT GGGECGT GGA

L0 R R R R R A N R N N N NN N RN E R NN AN R AR nmA AN e
GTACTGGAATACCCT GAAAGGAT GAACCGT CATGTAGAT GCATAAT CAGTAGCGATAAT GGTACCACT ACGCCAAAACCGT CATGTAGT TACCCGCACCT
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MI'S

MI'S

Aat 2 Eci 1
I I
TAGCGGT TTGACT CACGGGGAT TTCCAAGT CTCCACCCCATTGACGT CAATGCGAGT TTGT TTTGGCACCAAAAT CAACGGGACT TTCCAAAATGT CGTA

S N A R R R R N S N R A RN AN RR R AN el
ATCGCCAAACT GAGT GCCCCTAAAGGT TCAGAGGT GGGGTAACT GCAGT TACCCT CAAACAAAACCGT GGT TTTAGT TGCCCTGAAAGGT TTTACAGCAT

Nhel
I
ACAACTCCGCCCCATTGACGCAAAT GGGECGGTAGECGT GTACGGT GGGAGGT CTATATAAGCAGAGCT GGT TTAGT GAACCGT CAGATCCGCTAGCATGT
SO [ [ILIEIEE*Er et rr=ter et =rrer et r=tr et =rerrere = et =t e e =t rrrer =i r* 600
TGT TGAGGCGGEGEGTAACT GCGT TTACCCGCCAT CCGCACATGCCACCCT CCAGATATATTCGT CTCGACCAAATCACT TGGCAGT CTAGGCGATCGTACA
> M
Bnr 1 BssH2 Pfl ML BanHl Agel
I I I I I
CCGTCCTGACGCCGCTGCTGCTGCGGEEECT TGACAGECT CGECCCEGECEECT CCCAGT GCCGCGCGCCAAGATCCATTCGT TGEGEGEGATCCACCGGTCGL
601 [ [ILILIII*Crrt =t er et rr=rrer et r<trre et t=rrrr et r=<er et = e rrrer =<t rrrer=e = 700
GGCAGGACT GCGGECGACGACGACGCCCCGAACT GT CCGAGCCGGEECCECCGAGEGT CACGGECECGCGEGT TCTAGGT AAGCAACCCCCT AGGT GGCCAGCG
>SS VvV L T PL L L RGL TGS SARRLWPVPRAIKI HSLGDUPUPVA
Ncol
Ncol Bsr Bl BsaXa | BsaXb _Chi
I I I I I I
CACCAT GGAGAGCGACGAGAGCGGECCT GCCCGCCAT GGAGAT CGAGT GCCGCAT CACCGGCACCCT GAACGGECGT GGAGT TCGAGCT GGT GGGECGECGEEA
700 [ LLLEEEEE=ErEr et rr=ter et =rrer e r=er et =r e e e =t e et = e e e e 800
GTGGTACCTCTCGCTGCT CTCGCCGGACGEGECGGTACCT CTAGCT CACGGCGT AGT GGCCGT GGGACT TGCCGCACCT CAAGCT CGACCACCCGCCGECCT
> T
Pf | ML
Pm1 |
Nar 1 BspML | ]
Sap1l Kas1| Bf uAl | ]
Eci 1l Ear 1 Eco57 [ ] Bl pl1 | | ]

I I A | 1
GAGGGCACCCCCGAGCAGGGCCGCAT GACCAACAAGAT GAAGAGCACCAAAGGCOGCCCT GACCT TCAGCCCCTACCT GCTGAGCCACGT GATGGGCTACG

L0 B R R R R e R AN R N AR e
CTCCOGT GGEGGGECT CGTCCCGGOGTACT GGT TGT TCTACT TCTCGT GGT TTCCGOGGEGACT GGAAGT CGEGGAT GGACGACT CGGTGCACTACCCGATGC
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901

1001

1101

1201

BseY1l Bsgl Xm1 Bsgl

| | | |
GCTTCTACCACT TCGGCACCT ACCCCAGCGECTACGAGAACCCCT TCCTGCACGCCAT CAACAACGGECGECTACACCAACACCCGCATCGAGAAGTACGA

U A R N A e AR R A NN R RN
CGAAGAT GGT GAAGCCGT GGAT GGGGT CGOCGAT GCTCT TGGGGAAGGACGT GCGGTAGT TGT TGCCGOCGAT GT GGT TGTGGGCGTAGCTCTTCATGCT

Fsel

Nael |

Eagl |

Eco57 Pm 1 NgoM4d | |

I I | 1|
GGACGGCGGCGT GCT GCACGT GAGCT TCAGCTACCGCTACGAGGCCGGOCGCGT GAT CGGOGACT TCAAGGT GATGBGCACCGGCT TCCCCGAGGACAGC

R R R R N R R R R R N AR R AR
CCT GOCGCCGCACGACGT GCACT CGAAGT CGAT GGOGAT GCTCCGGCCGECGCACT AGCCGCT GAAGT TCCACTACCCGT GGCCGAAGGGGCTCCTGTCG

Ncol
BspML
Bf uAl
Bsgl Aar 1 BsaB1 Eco57

| |
GTGATCTTCACCGACAAGAT CATCCGCAGCAACGCCACCGT GGAGCACCT GCACCCCAT GGGCGATAACGAT CTGGAT GGCAGCT TCACCCGCACCTTCA

R A R R N R R RN NN AR AR
CACTAGAAGT GGCTGT TCTAGTAGGCGT CGT TGCGGT GGCACCT CGT GGACGT GGGGT ACCCGCT AT TGCTAGACCT ACCGT CGAAGT GGGCGT GGAAGT

Eci 1l

Apal
BsaXb BsaXa BseYl Pst1 PspOM |
|

| | | | |
GCCTGOGCGACGBECGGCTACT ACAGCT CCGT GGT GGACAGCCACAT GCACT TCAAGAGCGCCAT CCACCCCAGCAT CCTGCAGAACGGGGGCCCCATGT T

R R R N A R R A R AR
CGGACGOGCT GOOGCCGAT GATGT CGAGGCACCACCT GT CGGT GT ACGT GAAGT TCT CGOGGT AGGT GBGGT CGT AGGACGT CT TGCCCCOGGGGTACAA

1000

1100

1200

1300
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1301

1401

1501

BseR1 BseY1l

|
CGCCT TCCGCCGCGT GGAGGAGGAT CACAGCAACACCGAGCT GGGCAT CGT GGAGT ACCAGCACGCCT TCAAGACCCCGGAT GCAGAT GCCGGT GAAGAA

R R R AR N R AR R AR AR
GCGGAAGGCGGOGCACCTCCT CCTAGT GTCGT TGT GGCT CGACCCGT AGCACCT CATGGT CGT GCGGAAGT TCTGBGGCCTACGT CTACGGCCACTTCTT

Not 1
Eagl Xbal BsaBl1 Dral

| | |
TAAAGCGGECCGCGACT CTAGATCATAATCAGCCATACCACATTTGTAGAGGT TTTACTTGCT TTAAAAAACCT CCCACACCT CCCCCTGAACCTGAAACA

R R e N R R N N A N R v AR R R RN R NRAR MR
ATTTCGOCGGCGCTGAGATCTAGTATTAGT CGGTATGGTGT AAACAT CTCCAAAAT GAACGAAAT TTTTTGGAGGGT GT GGAGGGGGACT TGGACTTTGT

Bsmil
M el| Hpal Psi 1

|
TAAAATGAATGCAATTGT TGT TGTTAACTTGT TTATTGCAGCT TATAATGGT TACAAATAAAGCAATAGCATCACAAATTTCACAAATAAAGCATTTTTT

N R S R A N NN AN mE RN E RN A E R anEE RN RAE
ATTTTACTTACGT TAACAACAACAAT TGAACAAAT AACGT CGAATATTACCAATGT TTATTTCGT TATCGTAGTGT TTAAAGTGT TTATTTCGTAAAAAA

Btsl Bsnil Afl 2 Sspl

1601

1701

1801

I I I I
TCACTGCATTCTAGT TGTGGT TTGTCCAAACTCATCAATGTATCTTAAGGCGT AAATTGTAAGCGT TAATATTTTGT TAAAATTCGCGT TAAATTTTTGT

R N R N RN R N R AN N AR R E NN RN EER
AGTGACGTAAGATCAACACCAAACAGGT TTGAGT AGT TACATAGAAT TCCGCAT T TAACAT TCGCAAT TATAAAACAAT TTTAAGCGCAAT TTAAAAACA

Psi 1
I
TAAATCAGCTCATTTTTTAACCAATAGGCCGAAATCGGCAAAATCCCTTATAAATCAAAAGAATAGACCGAGATAGGGTTGAGTGITGT TCCAGI TTGGA

R R R T R N R AR A
ATTTAGTCGAGTAAAAAATTGGT TATCCGGCT TTAGCCGT TTTAGGGAATATTTAGT TTTCT TATCTGGCTCTATCCCAACT CACAACAAGGT CAAACCT

BsaXb Drdl BsaXa Dr a3

| | | |
ACAAGAGT CCACTATTAAAGAACGT GGACT CCAACGT CAAAGGGCGAAAAACCGT CTAT CAGGGECGAT GGCCCACT ACGT GAACCAT CACCCTAATCAAG

R R R R R R A AR AN A
TGTTCTCAGGTGATAATTTCTTGCACCT GAGGT TGCAGT TTCOCGCT TTTTGGCAGATAGT COCGCTACCGGGT GATGCACT TGGTAGT GGGATTAGTTC

1400

1500

1600

1700

1800

1900
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1901

2001

2101

2201

2301

Nael
NgoM4 |
||
TTTTTTGGEGEGT CGAGGT GCCGTAAAGCACTAAAT CGGAACCCTAAAGGGAGCCCCCGATTTAGAGCT TGACGGEGGAAAGCCGGECGAACGT GGCGAGAAAG

R R N R N A A A AR R RN N
AAAAAACCCCAGCT CCACGGCAT TTCGT GAT TTAGCCT TGGGAT T TCCCTCGEGEGGCTAAAT CTCGAACT GCCCCT TTCGGOCGCT TGCACCGCTCTTTC

Bsr B1

|
GAAGGGAAGAAAGCGAAAGGAGCGGEGECGECT AGGGECGECT GGCAAGT GTAGCGGT CACGCT GCGCGT AACCACCACACCCGCCGCGCT TAATGCGCCGCTAC

IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*
CTTCCCTTCTTTCGCT TTCCT CGCCCGCGAT CCCGOGACCGT TCACAT CGCCAGT GCGACGOGCAT TGGT GGT GT GGGOGGECGCGAAT TACGCGGCGATG

Bci V1
BspHl |
BsrBl1 | |

|1
AGGGECGCGT CAGGTGGCACT TTTCCEEGAAAT GTGCGCCGGAACCCCTATTTGT TTATTTTTCTAAATACATTCAAATATGTATCCGCTCATGAGACAATA

R R R R R R Nt N N N m AN E O NN ENA AR
TCCCGOGCAGT CCACCGT GAAAAGCCCCT TTACACGOGCCT TGGGGATAAACAAATAAAAAGAT TTATGTAAGT TTATACATAGGCGAGTACTCTGT TAT

Eci 1
Sspl Earl Bsu36 Pvu2 |

I | I I
ACCCTGATAAATGCTTCAATAATAT TGAAAAAGGAAGAGT CCT GAGGCGGAAAGAACCAGCT GTGGAAT GT GT GTCAGT TAGGGT GT GGAAAGT CCCCAG

RN R R e R et R N AR RN
TGGGACTATTTACGAAGT TATTATAACT TTTTCCT TCTCAGGACT CCGCCT TTCT TGGT CGACACCT TACACACAGT CAATCCCACACCT TTCAGGGGTC

Nsi 1
Sphl |
Bf rBl |
BseYl Bst AP | | SexAl BseYl

I |11 I I
GCTCOCCAGCAGGCAGAAGT ATGCAAAGCAT GCATCTCAAT TAGT CAGCAACCAGGT GT GGAAAGT CCCCAGGCT CCCCAGCAGGCAGAAGTATGCAAAG

R R A R A A A AN AR R RN AR
CGAGGGGT CGTCOGT CTTCATACGT TTCGTACGT AGAGT TAATCAGT CGT TGGT CCACACCT TTCAGGGGT COGAGGGGT CGT CCGTCTTCATACGTTTC

2000

2100

2200

2300

2400
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Nsi 1
Sphl |
Bf rBl | Eci 1
Bst AP | | Eci 1 Eci 1 Bnr 1| Eci 1 Ncol

|11 | | || | |
CATGCATCTCAATTAGT CAGCAACCAT AGT CCCGCCCCT AACT CCGCCCAT CCOGCCCCTAACT COGCCCAGT TCCGCCCAT TCTCOGCCCCATGGCTGA

e N R N R Rt R N R R R A RN A M AN RENA AR AR AR RN eaauy
GTACGTAGAGT TAATCAGT CGT TGGT AT CAGGGCGGGGAT TGAGGCGGGT AGGGOGEGGAT TGAGGCGGGT CAAGGCGGGT AAGAGGOGGGGTACCGACT

Avr 2
Sfil St ul|
Bgl 1 BseR1 ||

| | 1
CTAATTTTTTTTATTTATGCAGAGGCCGAGGCCGOCTCGGCCTCTGAGCTAT TCCAGAAGT AGT GAGGAGGCT TTTTTGGAGGCCTAGGCTTTTGCAAAG

2501 [ LLEEreer=tr e = e e e e e e e e e e e e 2600
GATTAAAAAAAAT AAATACGT CTCOGGCT COBGCGGAGCCGGAGACT CGATAAGGT CTTCATCACT CCTCCGAAAAAACCT CCGGATCCGAAAACGT TTC

BspML
dail BsaBl1 Bf uAl Eagl

| | | |
ATCGATCAAGAGACAGGAT GAGGATCGT TTCGCATGAT TGAACAAGAT GGAT TGCACGCAGGT TCT CCGECCGCT TGEGT GGAGAGCCTATTCGCECTATG

O R R Nt R N R NN AN A AR E A A N ey
TAGCTAGT TCTCTGT CCTACT CCTAGCAAAGCGT ACTAACT TGT TCTACCTAACGT GCGT CCAAGAGGCCGGCGAACCCACCT CTCCGATAAGCCGATAC

Nar 1
Bnr 1 Kas1| Drdl
| || |
ACTGGGCACAACAGACAAT CEECT GCTCTGATGCCGCCGT GT TCCAEGECT GT CAGCGCAGEEECECCCGGT TCTTTTTGT CAAGACCGACCT GTCCGGTGC

Ao R A R R R R AR RN NN A A A ey
TGACCCGTGT TGTCT GT TAGCCGACGAGACT ACGGCGGECACAAGGCCGACAGT CGOGT CCCOGCGGGOCAAGAAAAACAGT TCT GGCTGGACAGGCCACG

Pvu2
Mscl Fspl | Pfl F1

| |
CCTGAATGAACT GCAAGACGAGGCAGCGCGECTAT CGT GECT GECCACGACGGEGECGT TCCT TGCGCAGCT GT GCTCGACGT TGT CACT GAAGCGGGAAGG

e Lo R N R R R A R N R AR AN AR AN ity
GGACTTACTTGACGT TCTGCT CCGT CGCGOCGAT AGCACCGACCGGT GCTGCCCGCAAGGAACGCGT CGACACGAGCT GCAACAGT GACT TCGCCCTTCC
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2901

3001

3101

3201

3301

Eco57 Bci V1 Bsr D1
I I I
GACTGGCTGCTATTGGGCGAAGT GCCGGGECAGGATCTCCTGTCATCTCACCT TGCTCCTGCCGAGAAAGT ATCCAT CATGGCTGAT GCAAT GCGECGEC

N N N R R R N R AT NN AR R AR RA N vy
CTGACCGACGATAACCCGCT TCACGGECCCCGT CCTAGAGGACAGT AGAGT GGAACGAGGACGGCT CTTTCATAGGT AGTACCGACTACGT TACGCCGCCG

BspML
Bf uAl

|
TGCATACGCT TGATCCGGCTACCT GCCCAT TCGACCACCAAGCGAAACAT CGCAT CGAGCGAGCACGT ACT CGGAT GGAAGCCGGT CTTGT CGATCAGGA

R A R R R R N R AR AN AR Ry
ACGT ATGCGAACTAGGCCGAT GGACGGGT AAGCT GGT GGT TCGCT TTGTAGCGT AGCT CGCT CGT GCAT GAGCCTACCT TCGGCCAGAACAGCTAGT CCT

Sapl
Ear 1 BpuEl Sph1 Ncol

| | | |
TGATCTGGACGAAGAGCAT CAGGEGECECT CACGCCAGCCGAACT GT TCECCAGGCT CAAGGCGAGCAT GCCCGACGECGAGGATCTCGT CGT GACCCATGEC

R R R R R R RN RN R AR ARy
ACTAGACCTGCT TCTCGTAGT CCCCGAGCGCGGT CGGCT TGACAAGCGGT COGAGT TCOGCT CGTACGGGCT GCCGCTCCTAGAGCAGCACT GGGTACCG

BseY1l
Nael
NgoM4 | | Rsr 2 Eci 1

| 1| I I
GATGCCTGCT TGOCGAATAT CATGGT GGAAAAT GGOCGCT TTTCTGGAT TCAT CGACT GT GGCCGGCT GEGT GTGECGGACCGCTATCAGGACATAGCGT

R R N A N N R A R R AR E R AN
CTACGGACGAACGGCT TATAGTACCACCT TTTACCGGCGAAAAGACCT AAGT AGCT GACACCGGCCGACCCACACCGCCT GGCGATAGT CCTGTATCGCA

Sapl
Ear 1 Eco57 BssS1 Bsr B1
| | | |
TGGCTACCCGTGATATTGCTGAAGAGCT TGECGECGAAT GGGCTGACCGCTTCCTCGT GCTTTACGGT AT CGCCGCTCCCGATTCGCAGCGCATCGCCTT

R N R R s R RN N A RN A RN sy
ACCGATGGGCACTATAACGACT TCTCGAACCGOCGCT TACCCGACT GGCGAAGGAGCACGAAAT GCCAT AGCGGOGAGGGCTAAGCGT CGCGTAGCGGAA
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3401

3501

3601

3701

3801

3901

BssS1
BspML
Bsr Bl Bst Bl Bf uAl

| | |
CTATCGCCTTCTTGACGAGI TCTTCTGAGCGGGACT CTGGGGT TCGAAAT GACCGACCAAGCGACGCCCAACCT GCCATCACGAGAT TTCGATTCCACCG

N R N R R R R N RN NN R ARl
GATAGCGGAAGAACT GCTCAAGAAGACT CGCCCT GAGACCCCAAGCT TTACT GGCTGGT TCGCT GCGGGT TGGACGGT AGT GCT CTAAAGCTAAGGT GGC

Nael
NgoM4 |
Bpnil | Avr 2
| | |
CCGCCTTCTATGAAAGGT TGECCTTCGGAATCGT TTTCCGGEGACGCCGECT GGAT GATCCT CCAGCGCGGEEGATCTCATGCTGGAGT TCTTCGCCCACCC

R R A R R R NN A RN AR AR ARl
GGCGGAAGATACT TTCCAACCCGAAGCCT TAGCAAAAGGCCCT GCGGOCGACCTACT AGGAGGT CGOGCCCCTAGAGT ACGACCT CAAGAAGCGGGTGEG

Bpml

|
TAGGGGGAGGCT AACT GAAACACGGAAGGAGACAAT ACCGGAAGGAACCCGCGCTAT GACGGCAATAAAAAGACAGAAT AAAACGCACGGT GT TGGEGTCG

N R A R R R A NN N AR RN
ATCCCCCTCCGATTGACT TTGTGCCT TCCTCTGT TATGGCCT TCCT TGGGCGCGATACTGCCGT TATTTTTCTGTCTTAT TTTGCGT GCCACAACCCAGC

Bsal

|
TTTGITCATAAACGCGGEGEGT TCGGT CCCAGGGECT GGCACT CTGT CGATACCCCACCGAGACCCCAT TGGEEGECCAATACGCCCGCGI TTCTTCCTTTTCCC

R R R R R R RN A N AR AR RN -
AAACAAGT AT TTGOGCCCCAAGCCAGGGT CCOGACCGT GAGACAGCT AT GGGGT GGCTCTGGGGT AACCCCGGT TAT GCGGGOGCAAAGAAGGAAAAGGG

Bst AP
Al WwN1 Bsu36

|
CACCCCACCCCCCAAGT TCGEGT GAAGGCCCAGEGECT CGCAGCCAACGT CCEEECGECAGECCCTGCCATAGCCT CAGGT TACTCATATATACT TTAGAT

R A R R R R R A R AN R ARl
GT GGGGT GGEGEGGT TCAAGCCCACT TCCGGEGT CCCGAGCGT CGGT TGCAGCCCOGCCGT COGGGACGGT ATCGGAGT CCAATGAGTATATATGAAATCTA

Dral Dral BspH1
| | |
TGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGTI TTTCGTTCCACTGA
LELLEEEEE= =i e e eee e e e = e e e e et e e = e =g > 4000
ACTAAATTTTGAAGTAAAAATTAAATTTTCCTAGATCCACT TCTAGGAAAAACTATTAGAGTACT GGTTTTAGGGAAT TGCACT CAAAAGCAAGGTGACT

8
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4001

4101

4201

4301

4401

4501

BpuEl

|
GCGTI CAGACCCCGT AGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGT AAT CTGCT GCT TGCAAACAAAAAAACCACCGCTACCAGCGG

LUCTEEEE L=t = e e e e e =iyt = e e 4100
CGCAGT CTGGGGCATCTTTTCTAGT TTCCTAGAAGAACT CTAGGAAAAAAAGACGOGCAT TAGACGACGAACGT TTGT TTTTTTGGT GGCGATGGT CGCC

Eco57
|
TGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACT GGCTTCAGCAGAGCGCAGATACCAAATACTGTCCTTCTAGTGTAGCCGTA

R R R R R N RN R N R AN R AR AR R
ACCAAACAAACGGCCTAGT TCTCGATGGT TGAGAAAAAGGCT TCCAT TGACCGAAGT CGT CTCGOGT CTATGGT TTATGACAGGAAGAT CACAT CGGCAT

Al wNL BpuEl

| |
GITAGGCCACCACTTCAAGAACT CTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGT TACCAGT GACTGCTGCCAGT GECGATAAGTCGTGTCTT

U R R N R R N N R N N A AN AR RN A EANAN R
CAATCCGGT GGTGAAGT TCTTGAGACAT CGT GGCGGAT GTATGGAGCGAGACGAT TAGGACAAT GGT CACCGACGACGGT CACCGCTATTCAGCACAGAA

Apall BseYl

ACCGGGT TGGACT CAAGACGATAGT TACCGGAT AAGGCGCAGCGGT CGEECT GAACGEEGEEGET TCGT GCACACAGCCCAGCT TGGAGCGAACGACCTACA

R R R R N A R R RN AN AR AR TR sy
TGGCCCAACCT GAGT TCTGCTATCAATGGCCTAT TCOGOGT CGCCAGCCCGACT TGOCCCCCAAGCACGT GT GTCGGGT CGAACCT CGCT TGCTGGATGT

Bci V1
Eci 1 |
|
CCGAACTGAGATACCTACAGCGT GAGCTAT GAGAAAGCGCCACGCT TCCCGAAGGGAGAAAGGCGGACAGGT AT CCGGT AAGCGGCAGGGT CGGAACAGG

R R R R R R R RN AN AR RN AR
GGCTTGACT CTATGGATGT CGCACTCGATACT CTTTCGCGGT GOGAAGGGCT TCCCTCTTTCOGCCT GT CCATAGGCCAT TCGCCGT CCCAGCCTTGTCC

BssS1 Drdl BpuEl
| | |
AGAGCGCACGAGGGAGCT TCCAGGGGGAAACGCCTGGTATCTTTATAGT CCTGT CGGGT TTCGCCACCTCTGACT TGAGCGTCGATTTTTGTGATGCTCG

N R R s R e R st N A R R R N R AR n N
TCTCGOGTGCTCCCT CGAAGGT CCCCCT TTGOGGACCATAGAAAT AT CAGGACAGCCCAAAGCGGT GGAGACT GAACT CGCAGCTAAAAACACTACGAGC
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Eci 1 BspLU

| |
TCAGGGGEEECGGAGCCT AT GGAAAAACGCCAGCAACGCGGECCTTTTTACGGT TCCTGECCT TTTGCTGECCTTTTGCTCACATGI TCTTTCCTGCGT TAT

4601 |II|II|II*II|II|II|*I|II|II|I*III|II|II*II|II|II|*I|II|II|I*III|II|II*II|II|II|*I|II|II|I*|II|II|II* 4700
GTCCOCCCGCCTCGGATACCT TTTTGCGGT CGT TGOGCCGGAAAAAT GCCAAGGACCGGAAAACGACCGGAAAACGAGT GTACAAGAAAGGACGCAATA

Nsi 1
Bf rBl |

| |
CCCCTGATTCTGTGGATAACCGTATTACCGCCATGCAT

4701 [Tt e =iy 4738
GGGGACTAAGACACCTAT TGGCATAAT GGOGGTACGTA

Found:

Aar 1 Aat 2 Afl 2 Agel Al wiN1 Apal Apall Asel Avr 2 BanmH1 Bci V1 Bf r B1 Bf uAl Bgl 1
Bl p1 Bnr 1 Bpmi BpuEl Bsal BsaB1 BsaXa BsaXb BseR1 BseY1l Bsgl Bsml BspH1 BspLU
BspML Bsr Bl Bsr D1 BssH2 BssS1 Bst AP  BstBl1 Bsu36 Btsl Chi dail Dral Dr a3 Drdl
Eagl Ear 1 Eci 1 Eco57 Fsel Fspl Hpal Kas1 M el Mscl Nael Nar 1 Ncol Ndel
NgoM4 Nhel Not 1 Nsi 1 Pfl F1 Pf | ML P 1 Psi 1 PspOM Pst 1 Pvu2 Rsr 2 Sapl SexAl

Sfil SnaB1 Sph1 Sspl Stul Xbal Xmm1

10
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Uni que:

Aar 1
Chi

Rsr 2

Afl 2

dal

SexAl

Not found:

Acc65
Bgl 2
ScFRT
Sal 1

Excl uded

Accl
BsaAl
Bsr F1

Fok1
Hpy C4
PpuML
TspR1l

Acl 1
BrmgB1
FspAl
SanD1

by site

Aci 1
BsaHl
BssK1

Hae?2
Hpy C5

Rsal

Agel
Dr a3

Sfil

Af el
BpulO
Hi nd3

Shf 1

Fsel

SnaB1

Ahd1
Bsi WL
I _Ceu

Scal

conpl exity:

Afl 3
BsaJl
Bst F5

Hae3

Mae3
Sau3A

Al ul
BsaW
Bst N1

Hgal

Moo2
Sau96

Apall
Fspl

Stul

Al el
BsnB1
Kpnl
Sgf 1

Al wl
BselR
Bst Ul

Hhal

whl 1
Sf aN1

Asel
Hpal

Xbal

Ascl
BspEl
| oxP
Sgr Al

Apol
Bsi E1
Bst Y1
Hi nc2

Msel

Sfcl

BamH1
M el

Xm1l

Asi S1
Bsr GlL
M ul
Smal

Aval
Bsi H1L
Bt g1
Hi nf1
Msl 1
Sm 1

Bl p1

Mscl

Baela
Bst E2
Nrul
Spel

Ava?2
Bsl 1
Cac8
H nP1
MspAl
Styl

11

Bsal

Ndel

Baelb
Bst X1
Pacl
Srfil

Banl
BsmAl
QviJl

Hpa?2

Mno 1

Taql

BspLU

Nhel

Bbs1
Bst Z1
Pmel
Swal

Ban?2
Bsnf1
Ddel
Hphl
Nci 1
Tat 1

Bsr D1

Not 1

BbvCl
EcoK
PshAl
Pl Sce

Bbv1
Bspl2
Eael
Hpy 99
N a3
Tfil

BssH2

Pfl F1

Bcgla
EcoN1
Pvul
Xcml

BceAl
BspCa
EcoO1l
Hpy1
N a4
Tsel

Bst B1

PspOM

Bcglb
EcoR1
Sacl
Xho1l

Bf al
BspCh
Faul
Hpy3
Nspl
Tsp45

Bt sl

Pst1

Bel 1
EcoRV
Sac?

Bnel5
Bsr 1
Fnu4H
Hpy C3
Pl el
Tsp50



