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pmKate2-clathrin vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.
Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please
refer to the Table of restriction sites.

Unique sites are shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site). mKate2

amino acids are shown in red, clathrin amino acids are shown in green, linker amino acids are shown in black.

Asel Bgll
\ |
TAGTTATTAATAGTAATCAATTACGGGGTCATTAGTTCATAGCCCATATATGGAGTTCCGCGTTACATAACTTACGGTAAATGGCCCGCCTGGCTGACCG

Lottt rrrt=err e et r=rr e e b= r e e e e et e e e e e e e e e e 100
ATCAATAATTATCATTAGTTAATGCCCCAGTAATCAAGTATCGGGTATATACCTCAAGGCGCAATGTATTGAATGCCATTTACCGGGCGGACCGACTGGC

Aat2 SpAcc Aat2

\ | |
CCCAACGACCCCCGCCCATTGACGTCAATAATGACGTATGTTCCCATAGTAACGCCAATAGGGACTTTCCATTGACGTCAATGGGTGGAGTATTTACGGT

10T prrrrrrrr=ert et r e rr=rrrr e et et e e e e e e e e et e e e e e e e 200
GGGTTGCTGGGGGCGGGTAACTGCAGTTATTACTGCATACAAGGGTATCATTGCGGTTATCCCTGAAAGGTAACTGCAGTTACCCACCTCATAAATGCCA

Bgll Ndel Aat2 Bgll Bmrl
\ | \ | |
AAACTGCCCACTTGGCAGTACATCAAGTGTATCATATGCCAAGTACGCCCCCTATTGACGTCAATGACGGTAAATGGCCCGCCTGGCATTATGCCCAGTA

A R R R R R R R R R R R R N R R R R R R N R R R RN R R R R RN R Ry
TTTGACGGGTGAACCGTCATGTAGTTCACATAGTATACGGTTCATGCGGGGGATAACTGCAGTTACTGCCATTTACCGGGCGGACCGTAATACGGGTCAT

BtgZl SnaBl Ncol
\ \ |
CATGACCTTATGGGACTTTCCTACTTGGCAGTACATCTACGTATTAGTCATCGCTATTACCATGGTGATGCGGTTTTGGCAGTACATCAATGGGCGTGGA

S R R R R R R N R R R R R R R R R R R R R R R R R N R R R N R RN R N R R R RN R
GTACTGGAATACCCTGAAAGGATGAACCGTCATGTAGATGCATAATCAGTAGCGATAATGGTACCACTACGCCAAAACCGTCATGTAGTTACCCGCACCT
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Aat2 Ecil
| |
TAGCGGTTTGACTCACGGGGATTTCCAAGTCTCCACCCCATTGACGTCAATGGGAGTTTGTTTTGGCACCAAAATCAACGGGACTTTCCAAAATGTCGTA

U R R R R R R R R R R R R R R R R R R N e R R R R N R R R R N
ATCGCCAAACTGAGTGCCCCTAAAGGTTCAGAGGTGGGGTAACTGCAGTTACCCTCAAACARAACCGTGGTTTTAGTTGCCCTGAAAGGTTTTACAGCAT

Nhel Afel

| |
ACAACTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTGGTTTAGTGAACCGTCAGATCCGCTAGCGCTA
Lo 0 T o e o e o o I I I I A
TGTTGAGGCGGGGTAACTGCGTTTACCCGCCATCCGCACATGCCACCCTCCAGATATATTCGTCTCGACCAAATCACTTGGCAGTCTAGGCGATCGCGAT

SpDon
Alel |
Agel Ncol | | BsrGl Apall

| L | |
CCGGTAGCCACCATGGTGAGCGAGCTGATTAAGGAGAACATGCACATGAAGCTGTACATGGAGGGCACCGTGAACAACCACCACTTCAAGTGCACATCCG

Sl R R R A A N A N N N N N

GGCCATCGGTGGTACCACTCGCTCGACTAATTCCTCTTGTACGTGTACTTCGACATGTACCTCCCGTGGCACTTGTTGGTGGTGAAGTTCACGTGTAGGC

mKate2 > M V S E L I K ENMHM KL Y M E G T V N NHHVF K C T S E
SpAcc

|
AGGGCGAAGGCAAGCCCTACGAGGGCACCCAGACCATGAGAATCAAGGCGGTCGAGGGCGGCCCTCTCCCCTTCGCCTTCGACATCCTGGCTACCAGCTT

A R AR R R R R A R A R R R A R N R R R N R R

TCCCGCTTCCGTTCGGGATGCTCCCGTGGGTCTGGTACTCTTAGTTCCGCCAGCTCCCGCCGGGAGAGGGGAAGCGGAAGCTGTAGGACCGATGGTCGAA

mKate2 > G E G K P Y E GG T Q TM R I K A V E GG P L P F A F DI L A T S F
Bsu36 SpDon

| |
CATGTACGGCAGCAAAACCTTCATCAACCACACCCAGGGCATCCCCGACTTCTTTAAGCAGTCCTTCCCTGAGGGCTTCACATGGGAGAGAGTCACCACA

L N R R R R N R R A R A R R R R R R
GTACATGCCGTCGTTTTGGAAGTAGTTGGTGTGGGTCCCGTAGGGGCTGAAGAAATTCGTCAGGAAGGGACTCCCGAAGTGTACCCTCTCTCAGTGGTGT
mKate2 > M Y G S K T F I NHTOQ G I PDUF F K Q S F P EGF TWEIR V T T
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901
mKate2 >
1001
mKate2 >
1101
mKate2 >
1201
mKate2 >
1301

mKate2/Clath >

Bbsl Bpml

| |
TACGAAGACGGGGGCGTGCTGACCGCTACCCAGGACACCAGCCTCCAGGACGGCTGCCTCATCTACAACGTCAAGATCAGAGGGGTGAACTTCCCATCCA
FEEETErrr=rrrr e et r e et e ettt e ettt ettt e e =t et rr et e et rrrrrrrr=
ATGCTTCTGCCCCCGCACGACTGGCGATGGGTCCTGTGGTCGGAGGTCCTGCCGACGGAGTAGATGTTGCAGTTCTAGTCTCCCCACTTGAAGGGTAGGT
Yy E D G GGV L TATOQDTSUL QD G CULTI Y NV KIRGV NVF P S N

Bsal
BseY1l Stul | Bgll Bgll
| [ | |
ACGGCCCTGTGATGCAGAAGAAAACACTCGGCTGGGAGGCCTCCACCGAGACCCTGTACCCCGCTGACGGCGGCCTGGAAGGCAGAGCCGACATGGCCCT
FEErrrrrr=errerrrrr=errrrrerr=errrrrrrr=rrrrrrret>rr et rr>err et rx=err et r=rrr et rrr e
TGCCGGGACACTACGTCTTCTTTTGTGAGCCGACCCTCCGGAGGTGGCTCTGGGACATGGGGCGACTGCCGCCGGACCTTCCGTCTCGGCTGTACCGGGA
G P VM Q K K T L G W EA A ST E T L Y P A DG GLEGI R AIDMMMNAL

BssS1 Ecob7 Bbsl BpuEl

| | | |
GAAGCTCGTGGGCGGGGGCCACCTGATCTGCAACTTGAAGACCACATACAGATCCAAGAAACCCGCTAAGAACCTCAAGATGCCCGGCGTCTACTATGTG
CEEETrrrr=rrrrrrrrr=errrrrrrt=rer et er ettt e =t e e r=rrrr e t=re et e e r=er e
CTTCGAGCACCCGCCCCCGGTGGACTAGACGTTGAACTTCTGGTGTATGTCTAGGTTCTTTGGGCGATTCTTGGAGTTCTACGGGCCGCAGATGATACAC
K L v 6 G G H L I ¢C N L KT T YR S KK P AI KNDNILI KMM?PG VY Y V

Bbsl
SpAcc | Bsal PshAl BssS1 Dra3 Mscl AlwN1 SpAcc
I | | | | | | |
GACAGAAGACTGGAAAGAATCAAGGAGGCCGACAAAGAGACCTACGTCGAGCAGCACGAGGTGGCTGTGGCCAGATACTGCGACCTCCCTAGCAAACTGG
FEErrrrrr=errerrrrr=errrrrerr=rrrrrrrrr=rrrrrrret>rr et rr>err et rxerr et r=rrr et e e
CTGTCTTCTGACCTTTCTTAGTTCCTCCGGCTGTTTCTCTGGATGCAGCTCGTCGTGCTCCACCGACACCGGTCTATGACGCTGGAGGGATCGTTTGACC
D R R L EUR I K EADI KE T Y V E Q H E V A V A R Y CDUL P S K L G

Hind3
BpuEl Xhol Sacl | EcoRl Sall
Bmrl BspEl | Bgl2 | Ecl2 | |BstBl | Pstl|

| | | | | [ 1 I
GGCACAAACTTAATTCCGGACTCAGATCTCGAGCTCAAGCTTCGAATTCTGCAGTCGACATGGCTGATGACTTTGGCTTCTTCTCGTCGTCGGAGAGTGG
CEEEEErrr=rrr ettt e rrr=r e e e et e et r=re et r ettt ==
CCGTGTTTGAATTAAGGCCTGAGTCTAGAGCTCGAGTTCGAAGCTTAAGACGTCAGCTGTACCGACTACTGAARACCGAAGAAGAGCAGCAGCCTCTCACC

H K L N S G LR SURAQA ASNSA AV DMADTDF G F F S S S E S G
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BseR1
Notl |
Eagl | BseYl
Bgll Ecil]| | Bgll |
| [ | |
TGCCCCGGAGGCGGCGGAGGAGGACCCGGCGGCCGCCTTCCTGGCCCAGCAGGAGAGCGAGATTGCAGGCATAGAGAACGACGAGGGCTTCGGGGCACCT
T e o e e T o I T Y T R R Y 00
ACGGGGCCTCCGCCGCCTCCTCCTGGGCCGCCGGCGGAAGGACCGGGTCGTCCTCTCGCTCTAACGTCCGTATCTCTTGCTGCTCCCGAAGCCCCGTGGA

> A P E A A E E D P A A A F L A Q Q E S EI A G I ENDE G VF G A P

1401

Clathrin

BspM1
BfuAl
Aarl BssS1
Nael | Apal |
NgoM4 | | PspOM | PshAl

[ | (. |
GCCGGCAGCCATGCGGCCCCCGCACAGCCGGGCCCCACGAGTGGGGCTGGTTCTGAGGACATGGGGACCACAGTCAATGGAGATGTGTTTCAGGAGGCCA

FEETTE T et e e et e et e e e = e e e e e e e et i* 1600

CGGCCGTCGGTACGCCGGGGGCGTGTCGGCCCGGGGTGCTCACCCCGACCAAGACTCCTGTACCCCTGGTGTCAGTTACCTCTACACAAAGTCCTCCGGT
Clathrin >A G S H A A P A Q P G P T S GGA GS EDMGTTVNGDV F Q E A N

1501

BstAP SpAcc
BseR1 |

BsrDl |
[

(I
ACGGTCCTGCTGATGGCTACGCAGCCATTGCCCAGGCTGACAGGCTGACCCAGGAGCCTGAGAGCATCCGCAAGTGGCGAGAGGAGCAGAGGAAACGGCT
FCEEETE TS e et e e et e et e e b et e e e e e e e e e == t* 1700

TGCCAGGACGACTACCGATGCGTCGGTAACGGGTCCGACTGTCCGACTGGGTCCTCGGACTCTCGTAGGCGTTCACCGCTCTCCTCGTCTCCTTTGCCGA
Clathrin > G P A D G Y A A I A Q A DIRULTOQUEUPE S I R KWIZ REE QR K R L

1601

SpAcc Bpml
Xcml | BseR1 |
(. |
GCAAGAGCTGGATGCTGCATCTAAGGTCACGGAACAGGAATGGCGGGAGAAGGCCAAGAAGGACCTGGAGGAGTGGAACCAGCGCCAGAGTGAACAAGTA
R R N R A N N R A N N N N N NN R R0
CGTTCTCGACCTACGACGTAGATTCCAGTGCCTTGTCCTTACCGCCCTCTTCCGGTTCTTCCTGGACCTCCTCACCTTGGTCGCGGTCTCACTTGTTCAT
> Q E L Db A A S KV T EQ E WU RE KA K KDL EEWNDNQIR Q S E Q V

1701

Clathrin
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Clathrin

Clathrin

Dra3
Xcml |
BseR1 Bsal BseR1 | | BseYl
| | [ |
GAGAAGAACAAGATCAACAACCGGGCATCCGAGGAGGCTTTCGTGAAGGAATCCAAGGAGGAGACCCCAGGCACAGAGTGGGAGAAGGTGGCCCAGCTAT
1801 (L Pttt ettt et et >ert et rrt=rt et ettt ettt et et ettt t=r et ettt ettt t*rrrrrrrre*
CTCTTCTTGTTCTAGTTGTTGGCCCGTAGGCTCCTCCGAAAGCACTTCCTTAGGTTCCTCCTCTGGGGTCCGTGTCTCACCCTCTTCCACCGGGTCGATA
>E K N K I N N R A S E E A F V K E S K E E T P G T E W E K V A Q L C

BstAP Btsl Drdl Ecob57 BamH1l
| | | | |
GTGACTTCAACCCCAAGAGCAGCAAGCAGTGCAAAGATGTGTCCCGCCTGCGCTCGGTGCTCATGTCCCTGAAGCAGACGCCACTGTCCCGCTAGGGATC
I A A A A A A A R A R AR R
CACTGAAGTTGGGGTTCTCGTCGTTCGTCACGTTTCTACACAGGGCGGACGCGAGCCACGAGTACAGGGACTTCGTCTGCGGTGACAGGGCGATCCCTAG
> D F N P K S §$S K Q ¢C K DV S R L R S VL M S L K Q T P L S R *

Xbal BcllBsaBl1 SpDon Dral

| | | | |
CACCGGATCTAGATAACTGATCATAATCAGCCATACCACATTTGTAGAGGTTTTACTTGCTTTAAAAAACCTCCCACACCTCCCCCTGAACCTGAAACAT
A A A A A R R A N
GTGGCCTAGATCTATTGACTAGTATTAGTCGGTATGGTGTAAACATCTCCAAAATGAACGAAATTTTTTGGAGGGTGTGGAGGGGGACTTGGACTTTGTA

Bsml
Mfel | Hpal polyA Psil polyA polyA
|| | | | | |
AAAATGAATGCAATTGTTGTTGTTAACTTGTTTATTGCAGCTTATAATGGTTACAAATAAAGCAATAGCATCACAAATTTCACAAATAAAGCATTTTTTT

O R R R R R R R R R R R R R R R N R R R R e R R R R N R R R
TTTTACTTACGTTAACAACAACAATTGAACAAATAACGTCGAATATTACCAATGTTTATTTCGTTATCGTAGTGTTTAAAGTGTTTATTTCGTAAAAARAA

Btsl Bsml Mlul SpDon Sspl
| | | | |
CACTGCATTCTAGTTGTGGTTTGTCCAAACTCATCAATGTATCTTAACGCGTAAATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAATTTTTGTT

A R R R A R R N R R R A N R R R
GTGACGTAAGATCAACACCAAACAGGTTTGAGTAGTTACATAGAATTGCGCATTTAACATTCGCAATTATAAAACAATTTTAAGCGCAATTTAAAAACAA
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2301

2401

2501

2601

2701

2801

Psil
|
AAATCAGCTCATTTTTTAACCAATAGGCCGAAATCGGCAAAATCCCTTATAAATCAAAAGAATAGACCGAGATAGGGTTGAGTGTTGTTCCAGTTTGGAA

FEEEErrrr=rrr et e e e et e e et rr e r=e e ety e et et e ==
TTTAGTCGAGTAAAAAATTGGTTATCCGGCTTTAGCCGTTTTAGGGAATATTTAGTTTTCTTATCTGGCTCTATCCCAACTCACAACAAGGTCAAACCTT

Btgzl

BsaXb Drdl BsaXa Dra3|

| | | [
CAAGAGTCCACTATTAAAGAACGTGGACTCCAACGTCAAAGGGCGAAAAACCGTCTATCAGGGCGATGGCCCACTACGTGAACCATCACCCTAATCAAGT

FEEEErrrr=rrrrrrrrr=errrrrrrr=rrrrrrrrr>=errrrrrrr=rrrrrrrrrxrrrr e rr=rr ettt et e
GTTCTCAGGTGATAATTTCTTGCACCTGAGGTTGCAGTTTCCCGCTTTTTGGCAGATAGTCCCGCTACCGGGTGATGCACTTGGTAGTGGGATTAGTTCA

Nael

SpAcc NgoM4 |

| (I
TTTTTGGGGTCGAGGTGCCGTAAAGCACTAAATCGGAACCCTAAAGGGAGCCCCCGATTTAGAGCTTGACGGGGAAAGCCGGCGAACGTGGCGAGAAAGG

FEEEErrrr=rrr et e e rrr=rr e e et rr e t=e e ety e ettt e ==
AAAAACCCCAGCTCCACGGCATTTCGTGATTTAGCCTTGGGATTTCCCTCGGGGGCTARATCTCGAACTGCCCCTTTCGGCCGCTTGCACCGCTCTTTCC

BsrB1

|
AAGGGAAGAAAGCGAAAGGAGCGGGCGCTAGGGCGCTGGCAAGTGTAGCGGTCACGCTGCGCGTAACCACCACACCCGCCGCGCTTAATGCGCCGCTACA
R N R A A A A N N R NN NN R N
TTCCCTTCTTTCGCTTTCCTCGCCCGCGATCCCGCGACCGTTCACATCGCCAGTGCGACGCGCATTGGTGGTGTGGGCGGCGCGAATTACGCGGCGATGT

BciVl

BspH1 |

polvyA BsrB1l | |

| [
GGGCGCGTCAGGTGGCACTTTTCGGGGAAATGTGCGCGGAACCCCTATTTGTTTATTTTTCTAAATACATTCAAATATGTATCCGCTCATGAGACAATAA
T o T T T o o T T e T o A T O I
CCCGCGCAGTCCACCGTGAAAAGCCCCTTTACACGCGCCTTGGGGATAAACAAATAAAAAGATTTATGTAAGTTTATACATAGGCGAGTACTCTGTTATT

Ecil

Sspl Earl Bsu36 Pvu2 |

| | | [
CCCTGATAAATGCTTCAATAATATTGAAAAAGGAAGAGTCCTGAGGCGGAAAGAACCAGCTGTGGAATGTGTGTCAGTTAGGGTGTGGAAAGTCCCCAGG

FEEEErrrr=rrr et rrrrrr=rrrr et rr e r=e e et e e et rxrr et e ==
GGGACTATTTACGAAGTTATTATAACTTTTTCCTTCTCAGGACTCCGCCTTTCTTGGTCGACACCTTACACACAGTCAATCCCACACCTTTCAGGGGTCC
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Nsil
Sphl |
BfrB1l |
BseY1l BStAP SexAl BseY1l
| [ |
CTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGTCAGCAACCAGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGC
L T o e o I I O o B I I B I B I e {01 010

2901
GAGGGGTCGTCCGTCTTCATACGTTTCGTACGTAGAGTTAATCAGTCGTTGGTCCACACCTTTCAGGGGTCCGAGGGGTCGTCCGTCTTCATACGTTTCG

Nsil
Sphl |
BfrB1l | Ecil
BstAP | | Ecil Ecil Bmrl | Ecil Ncol
| | [ | |

I
ATGCATCTCAATTAGTCAGCAACCATAGTCCCGCCCCTAACTCCGCCCATCCCGCCCCTAACTCCGCCCAGTTCCGCCCATTCTCCGCCCCATGGCTGAC
100 o e o o T o T T o O O R 0 O R ARG R 010
TACGTAGAGTTAATCAGTCGTTGGTATCAGGGCGGGGATTGAGGCGGGTAGGGCGGGGATTGAGGCGGGTCAAGGCGGGTAAGAGGCGGGGTACCGACTG
Avr2
Sfil Stul|
polvA Bgll SpDon BseR1l ||
| | [l
TAATTTTTTTTATTTATGCAGAGGCCGAGGCCGCCTCGGCCTCTGAGCTATTCCAGAAGTAGTGAGGAGGCTTTTTTGGAGGCCTAGGCTTTTGCAAAGA
R R A R A N A R R R A N R R A N R R N R N R N R R R A

3101
ATTAAAAAAAATAAATACGTCTCCGGCTCCGGCGGAGCCGGAGACTCGATAAGGTCTTCATCACTCCTCCGAAAAAACCTCCGGATCCGAAAACGTTTCT

BspM1
Clal BsaB1l BfuAl Eagl
| | | |
TCGATCAAGAGACAGGATGAGGATCGTTTCGCATGATTGAACAAGATGGATTGCACGCAGGTTCTCCGGCCGCTTGGGTGGAGAGGCTATTCGGCTATGA
FEEETEEEr*err et e =t et et r=r et e rrr=r et et t=rer et et e rr>er e e r*err et r=rrrrrrrir* 3300

3201
AGCTAGTTCTCTGTCCTACTCCTAGCAAAGCGTACTAACTTGTTCTACCTAACGTGCGTCCAAGAGGCCGGCGAACCCACCTCTCCGATAAGCCGATACT

Narl
Bmrl Kasl| Drdl
| [ ] |
CTGGGCACAACAGACAATCGGCTGCTCTGATGCCGCCGTGTTCCGGCTGTCAGCGCAGGGGCGCCCGGTTCTTTTTGTCAAGACCGACCTGTCCGGTGCC
FEEETET ettt et e ettt et e b=t et e e =t et et ettt >t et rir* 3400

3301
GACCCGTGTTGTCTGTTAGCCGACGAGACTACGGCGGCACAAGGCCGACAGTCGCGTCCCCGCGGGCCAAGAAAAACAGTTCTGGCTGGACAGGCCACGG

7
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3401

3501

3601

3701

3801

Pvu?2
Mscl Fspl \ Pf1F1
\ | | |
CTGAATGAACTGCAAGACGAGGCAGCGCGGCTATCGTGGCTGGCCACGACGGGCGTTCCTTGCGCAGCTGTGCTCGACGTTGTCACTGAAGCGGGAAGGG
FEEErrrrr=rrrrrrrrr=rrrrrrrrr=errrrrrrr=errrrrrrr=errrrrrrr=errrrrrrr=rrrrrrrrr=errrrrrrr=errrrrree=
GACTTACTTGACGTTCTGCTCCGTCGCGCCGATAGCACCGACCGGTGCTGCCCGCAAGGAACGCGTCGACACGAGCTGCAACAGTGACTTCGCCCTTCCC

Eco57 SpDon Bcivl BsrD1

\ | | |
ACTGGCTGCTATTGGGCGAAGTGCCGGGGCAGGATCTCCTGTCATCTCACCTTGCTCCTGCCGAGAAAGTATCCATCATGGCTGATGCAATGCGGCGGCT
FEErrrrer=rrr et rrrr=errrrrrrt=errrrrrr et e e ettt et ettt ettt rr=rr e
TGACCGACGATAACCCGCTTCACGGCCCCGTCCTAGAGGACAGTAGAGTGGAACGAGGACGGCTCTTTCATAGGTAGTACCGACTACGTTACGCCGCCGA

Btgzl
BspM1 |
BfuAl |
I
GCATACGCTTGATCCGGCTACCTGCCCATTCGACCACCAAGCGAAACATCGCATCGAGCGAGCACGTACTCGGATGGAAGCCGGTCTTGTCGATCAGGAT
T o T o o T o T O I
CGTATGCGAACTAGGCCGATGGACGGGTAAGCTGGTGGTTCGCTTTGTAGCGTAGCTCGCTCGTGCATGAGCCTACCTTCGGCCAGAACAGCTAGTCCTA

Sapl
Earl BpuEl Sphl Ncol
\ | | |
GATCTGGACGAAGAGCATCAGGGGCTCGCGCCAGCCGAACTGTTCGCCAGGCTCAAGGCGAGCATGCCCGACGGCGAGGATCTCGTCGTGACCCATGGCG
R R A N R A N NN R R R R
CTAGACCTGCTTCTCGTAGTCCCCGAGCGCGGTCGGCTTGACAAGCGGTCCGAGTTCCGCTCGTACGGGCTGCCGCTCCTAGAGCAGCACTGGGTACCGC

BseYl1l
Nael |
Btgzl NgoM4 | | Rsr2 Ecil
\ [ | |
ATGCCTGCTTGCCGAATATCATGGTGGAAAATGGCCGCTTTTCTGGATTCATCGACTGTGGCCGGCTGGGTGTGGCGGACCGCTATCAGGACATAGCGTT
R R A A N A NN RN A N N N N
TACGGACGAACGGCTTATAGTACCACCTTTTACCGGCGAAAAGACCTAAGTAGCTGACACCGGCCGACCCACACCGCCTGGCGATAGTCCTGTATCGCAA
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3901

4001

4101

Bpml

4201

4301

Sapl Btgzl

Earl Eco57 BssS1 BsrB1l |

\ | | [
GGCTACCCGTGATATTGCTGAAGAGCTTGGCGGCGAATGGGCTGACCGCTTCCTCGTGCTTTACGGTATCGCCGCTCCCGATTCGCAGCGCATCGCCTTC
R R A A N A N N RN A N NN R N
CCGATGGGCACTATAACGACTTCTCGAACCGCCGCTTACCCGACTGGCGAAGGAGCACGAAATGCCATAGCGGCGAGGGCTAAGCGTCGCGTAGCGGAAG

BssS1

BspM1

BsrB1 BstB1 BfuAl

\ | \
TATCGCCTTCTTGACGAGTTCTTCTGAGCGGGACTCTGGGGTTCGAAATGACCGACCAAGCGACGCCCAACCTGCCATCACGAGATTTCGATTCCACCGC
R A A N A A N N R RN A N N
ATAGCGGAAGAACTGCTCAAGAAGACTCGCCCTGAGACCCCAAGCTTTACTGGCTGGTTCGCTGCGGGTTGGACGGTAGTGCTCTAAAGCTAAGGTGGCG

Nael
NgoM4 | SpAcc
SpAcc Bpml | Avr2
\ [ |
CGCCTTCTATGAAAGGTTGGGCTTCGGAATCGTTTTCCGGGACGCCGGCTGGATGATCCTCCAGCGCGGGGATCTCATGCTGGAGTTCTTCGCCCACCCT
R N R A A A A N N R NN NN R N
GCGGAAGATACTTTCCAACCCGAAGCCTTAGCAAAAGGCCCTGCGGCCGACCTACTAGGAGGTCGCGCCCCTAGAGTACGACCTCAAGAAGCGGGTGGGA

polyA polyA
\ | |
AGGGGGAGGCTAACTGAAACACGGAAGGAGACAATACCGGAAGGAACCCGCGCTATGACGGCAATAAAAAGACAGAATAAAACGCACGGTGTTGGGTCGT

FEEEEErrr=rrr et rr et e e et e e t=e e et = e ettt e == r e
TCCCCCTCCGATTGACTTTGTGCCTTCCTCTGTTATGGCCTTCCTTGGGCGCGATACTGCCGTTATTTTTCTGTCTTATTTTGCGTGCCACAACCCAGCA

Bsal

\
TTGTTCATAAACGCGGGGTTCGGTCCCAGGGCTGGCACTCTGTCGATACCCCACCGAGACCCCATTGGGGCCAATACGCCCGCGTTTCTTCCTTTTCCCC
T e o T o o T T o I I
AACAAGTATTTGCGCCCCAAGCCAGGGTCCCGACCGTGAGACAGCTATGGGGTGGCTCTGGGGTAACCCCGGTTATGCGGGCGCARAGAAGGAAAAGGGG
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4401

4501

4601

4701

4801

4901

BstAP
AlwN1 Bsu36
\ |
ACCCCACCCCCCAAGTTCGGGTGAAGGCCCAGGGCTCGCAGCCAACGTCGGGGCGGCAGGCCCTGCCATAGCCTCAGGTTACTCATATATACTTTAGATT

CEEErrrrr=rrrrrrrrr=rrrrrrrrr=errrrrrrr=errrrrrrr=errrrrrrr=errrrrrrr=errrrrrrr=errrrrrrr=rrrrrrrees
TGGGGTGGGGGGTTCAAGCCCACTTCCGGGTCCCGAGCGTCGGTTGCAGCCCCGCCGTCCGGGACGGTATCGGAGTCCAATGAGTATATATGAAATCTAA

Dral Dral BspH1
\ | \
GATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAG

FEEEErrrr=rrrrrrrrr=errrrrrrr=rrrrrrrrr>errrrrrrr=rrr e et rrrr = et bt e b e
CTAAATTTTGAAGTAAAAATTAAATTTTCCTAGATCCACTTCTAGGAAAAACTATTAGAGTACTGGTTTTAGGGAATTGCACTCAAAAGCAAGGTGACTC

BpuE1l
\
CGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGT

FEEEErrrr=rrr et e e rrr=rr e e et rr e t=e e ety e ettt e ==
GCAGTCTGGGGCATCTITTTCTAGTTTCCTAGAAGAACTCTAGGAARAARAGACGCGCATTAGACGACGAACGTTTGTTTTTTTGGTGGCGATGGTCGCCA

Ecob57 SpAcc
\ |
GGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTCCTTCTAGTGTAGCCGTAG

FEEEErrrr=rrr et rrrrrr=rrrr et rr e r=e e et e e et rxrr et e ==
CCAAACAAACGGCCTAGTTCTCGATGGTTGAGAAAAAGGCTTCCATTGACCGAAGTCGTCTCGCGTCTATGGTTTATGACAGGAAGATCACATCGGCATC

AlwN1 BpuE1l

\ |
TTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTA

FEEEErrrr=rrrrrrrrr=errrrrrrr=rrrrrrrrr=errrrrrrr=rrr et et err e e r=rr ettt et rre
AATCCGGTGGTGAAGTTCTTGAGACATCGTGGCGGATGTATGGAGCGAGACGATTAGGACAATGGTCACCGACGACGGTCACCGCTATTCAGCACAGAAT

Apall BseY1l
\ |
CCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACAC

FEEEErrrr=rrrrrrrrr=rrrrrrrrr=errrrrrrr=errrrrrrr=errrrrrrr=errrrrrrr=errrrrrrr=errrrrrrr=errrrrrre=
GGCCCAACCTGAGTTCTGCTATCAATGGCCTATTCCGCGTCGCCAGCCCGACTTGCCCCCCAAGCACGTGTGTCGGGTCGAACCTCGCTTGCTGGATGTG

10

4500

4600

4700

4800

4900

5000



www.evrogen.com

5001

5101

5201

5301

BciVl

SpAcc Ecil |

\ | |
CGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGARAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGA
R R A A A N N R R A NN R R N
GCTTGACTCTATGGATGTCGCACTCGATACTCTTTCGCGGTGCGAAGGGCTTCCCTCTTTCCGCCTGTCCATAGGCCATTCGCCGTCCCAGCCTTGTCCT

BssS1 SpAcc Drdl BpuE1l

\ | | |
GAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGT
FEEEEEr e rrr*=err e et rr=rrrrr e et err e et =rerrrr et et r=r et ettt r=rr e
CTCGCGTGCTCCCTCGAAGGTCCCCCTTTGCGGACCATAGAAATATCAGGACAGCCCAAAGCGGTGGAGACTGAACTCGCAGCTAAAAACACTACGAGCA

SpDon

SpAcc Ecil BspLU |

\ | [
CAGGGGGGCGGAGCCTATGGAAARACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATC
T T T e e o o I O O I I I
GTCCCCCCGCCTCGGATACCTTTTTGCGGTCGTTGCGCCGGAAAAATGCCAAGGACCGGAAAACGACCGGARAAACGAGTGTACAAGARAAGGACGCAATAG

Nsil

BfrB1l |

||
CCCTGATTCTGTGGATAACCGTATTACCGCCATGCAT

FEEETTEEE=rr e et r*xrrrrrrr 5337
GGGACTAAGACACCTATTGGCATAATGGCGGTACGTA
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Found:

Aarl
BfrB1
BspEl

Dral

Mlul
PspOM

Stul

Unique:
Aarl

Clal
PspOM

Not found:

Acc65
Bsgl
EcoRV
Pmel
Spel

Aat?2
BfuAl
BspH1

Dra3

Mscl

Pstl

Xbal

Afel
Ecl2
Pstl

Acll
BsiWl
FCatB

Pmll

Srfl

Excluded by site

Accl
BsaAl
BsrF1l

Fokl
HpyC4
PpuMl
TspR1

Acil
BsaHl1l
BssK1

Hae?2
HpyC5

Rsal

Afel
Bgll
BspLU
Drdl
Nael
Pvu2
Xcml

Agel
EcoRl1l
Rsr2

Afl2
BsmB1
FCatL

Pvul

Swal

Agel
Bgl2
BspM1
Eagl
Narl
Rsr2
Xhol

Alel
Fspl
Sacl

Ahdl
BssH2
FCatR
R4atB
T3RNA

complexity:

Afl13
BsadJl
BstFb5

Hae3

Mae3
Sau3A

Alul
BsaWl
BstN1

Hgal

Mbo2
Sau96

Alel
Bmrl
BsrBl1
Earl
Ncol
Sacl

Apal
Hind3
Sall

Ascl
BstE2
FCatP
R4atL
T7RNA

Alwl
BseM2
BstU1l

Hhal

Mnll
SfaN1l

AlwN1
Bpml
BsrD1
Ecil
Ndel
Sall

Asel
Hpal
SexAl

AsiSl
BstX1
ScFRT
R4atP
T7Ter

Apol
BsiEl
BstYl
Hinc2

Msel

Sfcl

Apal
BpuE1l
BsrG1l

Ecl2
NgoM4

Sapl

BamH1
Kasl
Sfil

Baela
Bstzl

Fsel
R4atR
PISce

Aval
BsiH1
Btgl
Hinfl
Msll
Smll

Apall
Bsal
BssS1
Ecob57
Nhel
SexAl

Bcll
Mfel
SnaB1l

Baelb
BxatB
FspAl
Sac2
Xmnl

Ava?2
Bsll
Cac8
HinP1l
MspAl
Styl
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Asel
BsaBl1l
BstAP
EcoRl

Notl

Sfil

Bgl2
Mlul
Xbal

BbvC1l
BxatL
I Ceu
SanD1

Banl
BsmAl
Cvidl

Hpa2

Mwol

Tagl

Avr2
BsaXa
BstB1

Fspl

Nsil
SnaB1l

BsaXa
Narl
Xhol

Bcgla
BxatR
Kpnl
Sbfl

Ban2
BsmF'1
Ddel
Hphl
Ncil
Tatl

BamH1
BsaXb
Bsu36
Hind3
Pf1F1
SpAcc

BsaXb
Ndel

Bcglb
BxatP
loxP
Scal

Bbvl
Bspl2
Eael
Hpy99
Nla3
Tfil

Bbsl
BseR1
Btgzl

Hpal
polyA
SpDon

BspEl
Nhel

Blpl
_Chi
Nrul
Sgfl

BceAl
BspCa
EcoO1l
Hpyl
Nla4
Tsel

BciVvl
BseYl1l
Btsl
Kasl
PshAl
Sphl

BspLU
Notl

BmgB1
EcoK
Pacl

SgrAl

Bfal
BspCb
Faul
Hpy3
Nspl
Tsp45

Bcll
Bsml
Clal
Mfel
Psil
Sspl

BsrGl
Pf1lF1

BpulO
EcoN1
Pf1M1

Smal

Bmel5
Bsrl
FnudH
HpyC3
Plel
Tsp50



